Professor Gilman Kit-hang SIU

PhD, ASCP'(MB), Registered Medical Laboratory technologist (Part )
Limin Endowed Young Scholar in Medical Laboratory Science
Outstanding PolyU Young Alumni (Scholarly Achievement)

BIOSKETCH

Prof. Gilman Kit-hang SIU holds the position of Full Professor in the Department of Health Technology
and Informatics (HTI) at The Hong Kong Polytechnic University (PolyU). He is also the Programme
Leader of the Master of Medical Laboratory Science program at PolyU, which is ranked 57™ in the QS
World University Rankings. Prof. SIU completed his undergraduate studies at PolyU, where he obtained a
First-Class Honours degree in Biomedical Science and received training as a medical laboratory
technologist (MLT). He further pursued his PhD at The University of Hong Kong (HKU) and successfully
obtained his doctoral degree in 2011.

Prof. SIU's research focuses on four themes, including (i) Tuberculosis, (ii) Molecular epidemiology
and Infection Control, (iii) Molecular Diagnosis of Infectious Diseases and Antimicrobial
Resistance, and (iv) Antimicrobial Resistance and Virulence mechanisms Infectious Diseases.
Prof. SIU has published over 70 peer-reviewed research articles, with more than one-third appearing in
high-impact journals such as Lancet Infectious Diseases, Clinical Infectious Diseases, Clinical Chemistry,
and Emerging Infectious Diseases. His work has garnered a total of 1,744 citations from 1,637 articles. As
a Principal Investigator/Project Coordinator, he has secured 25 competitive research grants totaling
50.5 million during his tenure at PolyU. His research findings have been widely disseminated through
media coverage, with a total of 362 appearances in major news outlets, including television news, radio
programs, and newspaper articles.

Notably, his rapid sequencing technique has played a crucial role in identifying and halting transmission
chains of COVID-19 in Hong Kong, providing vital scientific support for the government's anti-pandemic
measures. In recognition of his outstanding research contributions to society, PolyU has honored Prof.
SIU with the title of "Limin Endowed Young Scholar in Medical Laboratory Science." Additionally, in
2021, he was bestowed the Outstanding Project Team on COVID-19 Research Awards by the Food
and Health Bureau, acknowledging his exceptional research efforts in combatting the COVID-19
pandemic. Prof. SIU was also named as the Outstanding PolyU Young Alumni by his alma mater in
2022.

Beyond his academic achievements, Prof. SIU actively serves society and his profession in various
capacities. He has been appointed by the Government of Hong Kong SAR as a member of the Medical
Laboratory Technologists Board and holds the position of Chairman of the Examination and Education
committee of the Board. Additionally, he contributes his expertise as a technical assessor for medical
testing in clinical laboratories, appointed by the government. Prof. SIU also serves as a member of the
Accreditation Advisory Board of the Hong Kong Accreditation Service (HKAS) and actively participates as
a committee member of task forces dedicated to multiple accreditation programs for both clinical and non-
clinical laboratories. Furthermore, he holds a significant role as a member of the Grant Review Board of
the Health and Medical Research Fund (HMRF) under the Health Bureau of the Government of Hong
Kong SAR, where he assesses and reviews research proposals and reports. Prof. SIU's contributions
extend to the academic publishing realm, as he serves as one of the esteemed editorial board members
of the Journal of Clinical Microbiology.



QUALIFICATIONS AND PROFESSIONAL TRAINING

Education

2007-2010  PhD (Microbiology) The University of Hong Kong
Mentor: Dr. Wing-cheong YAM, FRC(Path)
2004-2006  BSc in Biomedical Science (1% class Hon) The HK Polytechnic University

Positions and Employment

2023-now  Professor Division of Medical Laboratory Science, Dept of
Health Technology and Informatics, The Hong
Kong Polytechnic University

2019-2023 Associate Professor Division of Medical Laboratory Science, Dept of
Health Technology and Informatics, The Hong
Kong Polytechnic University

2013-2019 Assistant Professor Division of Medical Laboratory Science, Dept of
Health Technology and Informatics, The Hong
Kong Polytechnic University

2011-2013 Scientific Officer (Medical) Chan and Hou Medical Laboratories Ltd.

2010-2011 Post-doctoral Fellow Dept of Microbiology, The University of Hong Kong

Academic and Professional Qualification

2006-2012 Registered Medical Laboratory Technologist (Part Il) (Hong Kong)

2012-now Registered Medical Laboratory Technologist (Part I) (Hong Kong)

2012-now International Technologists in Molecular Biology, ASCP (US)

2012-now Member, ASCP (US)

2018-now Fellow, Hong Kong Society for Molecular Diagnostic Science (Hong Kong)
2018-now Fellow, member, Hong Kong Institute of Medical Laboratory Science (Hong Kong)

TEACHING EXPERIENCE IN PATHOLOGY-RELATED SUBJECTS

Management of Academic Programme and Subjects

2023-now Programme Leader of Master of Medical Laboratory Science (MMLS), The Hong
Kong Polytechnic University

2021-now Deputy Programme Leader of BSc in Medical Laboratory Science, The Hong
Kong Polytechnic University

2021-now Enroliment Officer, BSc in Medical Laboratory Science, The Hong Kong
Polytechnic University

Main Teaching Activities relevant to the programme

Role Subject codes and names

Subject leader & teacher HTI25016 Applied Microbiology

HTI33006 Introduction to Medical Microbiology

HTI34006 Medical Microbiology: Concepts and Principles
HTI34007 Interpretative & Practical Medical Microbiology
HTI5601 Epidemiology

HTI5615 Medical Microbiology

Subject teacher HTI34002 Medical Virology




AWARDS

Research

2023 President's Awards for Outstanding Achievement 2022 (Knowledge Transfer)

2023 Outstanding PolyU Young Alumni Award 2022 in Scholarly Achievement

2022 Faculty Award for Outstanding Performance/Achievement in Knowledge Transfer
(Society), The Hong Kong Polytechnic University, Hong Kong

2022 Outstanding Young Alumni Award in Scholarly Achievement of PolyU Faculty of Health
and Social Sciences

2022 Outstanding Young Alumni Award in Scholarly Achievement of PolyU Department of
Health Technology and Informatics

2021 Outstanding Project Team on COVID-19 Research Award by the Food and Health
Bureau, the Government of Hong Kong SAR

2021 Limin Endowed Young Scholar in Medical Laboratory Science

2018 Faculty Award for Outstanding Performance/Achievement in Research & Scholarly
Activities, The Hong Kong Polytechnic University, Hong Kong

2009 European Congress of Clinical Microbiology and Infectious Diseases (ECCMID)
Travel Grant

2008 Keystone Symposium Scholarship

Teaching

2020 Faculty Award for Outstanding Performance/Achievement in Teaching, The Hong Kong
Polytechnic University, Hong Kong 2019/20
2019  HTI Departmental Teaching Award 2018/19

SERVICE TO THE PROFESSION AND COMMUNITY

Medical Laboratory Technologist Board (Appointed by the Government of HK SAR)

- Board Member of Medical Laboratory Technologists Board, The Government of HK SAR
- Chairman of Board Examination Committee of Medical Laboratory Technologists Board
- Chairman of Board Education Committee of Medical Laboratory Technologists Board

Hong Kong Accreditation Service (HKAS)

- Technical Assessor, Accreditation Programme for Clinical and Non-Clinical Laboratories,
HKAS, Innovation and Technology Commission (ITC), The Government of HK SAR

- Member of Accreditation Advisory Board, Accreditation programme for the veterinary
testing laboratories, HKAS, ITC, The Government of HK SAR

- Member of Microbiology Task Force in Accreditation Programme for Clinical Laboratories,

HKAS, ITC, The Government of HK SAR

- Member of Task force on Next Generation Sequencing for Medical Testing, HKAS, ITC,
The Government of HK SAR

Grant and Journal Reviewing

- Grant Review Board (GRB) Member, Health and Medical Research Fund, Health Bureau,
The Government of Hong Kong SAR

- Editorial Board Member, Journal of Clinical Microbiology (Impact Factor 2023 =, American
Society of Microbiology (US)



HIGHLIGHTED MEDIA COVERAGE

(1) Highlighted TV or radio News / Shows

= NOW TV news [ ARHEETF /K SIHERE B AMEEE:] [22 Dec 2022]
https://polyu.me/3WdY|Qi

=  NOWTVnews [PiEMEZS]] [4 Feb 2022]
TR ERT!

= RTHK [#H#%xE] [6 Nov 2022]
https://www.youtube.com/watch?v=IP5SMANNvK64

» NOW TV news [#£84#4%] JiERiEt [25 April 2021]
A BB HE

= RTHK D307 G dE 1 % 8w 3 A 4L 1 W40 Ba B A2 /7 [9 May 2021]
https://www.rthk.hk/radio/radiol/programme/City Forum/episode/727812?lang=zh-
hant

* RTHK [The Pulse] Covid-19 mutant variants & quarantine arrangement in HK [14
May 2021]
https://podcast.rthk.hk/podcast/item.php?pid=205&eid=179961&year=2021&lang=e
n-us

= NOW TV news [KIGA] #id s ae i ff
https://news.now.com/home/local/player?newsid=434901

*  Phoenix TV [HFEEAHHE] Hid i i iz
https://share.fengshows.com/video.html?id=8da24907-e59e-4890-ac73-
f8c4eaedd6da&time=1621309501967

=  Phoenix TV [EFSEABYAREY 430 e i 75 25 R R ERER
http://share.fengshows.com/video.htmI?id=6b268662-617c-4404-bf3b-
15235bcf65be&channellD=r06&time=1606197174.179892

(2) Highlighted Paper media interview

* HKOL [Hymmife | E# A ERBAEER RRERTES « ER AR

https://www.hk01.com/article/726656?utm source=01lappshare&utm medium=referral

= HKOL &l | ANk w5 R s RN G BUN B RS S

https://www.hk01.com/article/631590?utm source=0lappshare&utm medium=referral
»  HKO1 H3Fj | 4Bl ER EARDNAHEFHUE 9 B\ AL & B K
https://www.hk01.com/article/631593?utm source=0lappshare&utm medium=refer
ral
= HKOL1 B35 | HRIRE WA BRI 2 R a5 s 5% |
https://www.hkO1.com/article/631591?utm source=01appshare&utm medium=refer
ral
»  BHER B | REEMRIE N G SR (AR SRR HE R A A b R TR
https://news.mingpao.com/pns/%e5%89%af%e5%88%8a/article/20210124/s00005/
1611427747197



https://polyu.me/3WdYjQi
https://hk.news.yahoo.com/%E6%8A%97%E7%96%AB%E5%85%A9%E5%B9%B4%E7%B3%BB%E5%88%97-%E7%90%86%E5%A4%A7%E5%9C%98%E9%9A%8A%E6%8F%90%E5%8D%87%E7%97%85%E6%AF%92%E5%9F%BA%E5%9B%A0%E6%8E%92%E5%BA%8F%E6%8A%80%E8%A1%93-%E5%8A%A0%E5%BF%AB%E6%89%BE%E5%87%BA%E5%80%8B%E6%A1%88%E6%84%9F%E6%9F%93%E6%BA%90%E9%A0%AD-024806302.html?guccounter=1
https://www.youtube.com/watch?v=lP5MANNvK64
https://www.facebook.com/now.comNews/videos/%E7%B6%93%E7%B7%AF%E7%B7%9A%E7%97%85%E6%AF%92%E8%BF%BD%E8%B9%A4/370277437629178/?locale=zh_CN
https://www.rthk.hk/radio/radio1/programme/City_Forum/episode/727812?lang=zh-hant
https://www.rthk.hk/radio/radio1/programme/City_Forum/episode/727812?lang=zh-hant
https://podcast.rthk.hk/podcast/item.php?pid=205&eid=179961&year=2021&lang=en-US
https://podcast.rthk.hk/podcast/item.php?pid=205&eid=179961&year=2021&lang=en-US
https://news.now.com/home/local/player?newsId=434901
https://share.fengshows.com/video.html?id=8da24907-e59e-4890-ac73-f8c4eaedd6da&time=1621309501967
https://share.fengshows.com/video.html?id=8da24907-e59e-4890-ac73-f8c4eaedd6da&time=1621309501967
http://share.fengshows.com/video.html?id=6b268662-617c-4404-bf3b-15235bcf65be&channelID=r06&time=1606197174.179892
http://share.fengshows.com/video.html?id=6b268662-617c-4404-bf3b-15235bcf65be&channelID=r06&time=1606197174.179892
https://www.hk01.com/article/726656?utm_source=01appshare&utm_medium=referral
https://www.hk01.com/article/631590?utm_source=01appshare&utm_medium=referral
https://www.hk01.com/article/631593?utm_source=01appshare&utm_medium=referral
https://www.hk01.com/article/631593?utm_source=01appshare&utm_medium=referral
https://www.hk01.com/article/631591?utm_source=01appshare&utm_medium=referral
https://www.hk01.com/article/631591?utm_source=01appshare&utm_medium=referral
https://news.mingpao.com/pns/%e5%89%af%e5%88%8a/article/20210124/s00005/1611427747197
https://news.mingpao.com/pns/%e5%89%af%e5%88%8a/article/20210124/s00005/1611427747197

BHR HLRG | QK EEAR8AHM 2 iy N [ 3% S N H K B G A b [ 1% U o
https://news.mingpao.com/pns/%e6%hb8%af%e8%81%9e/article/20201230/s00002/1609267601785

BSR HL5 | bt B AR TR R A H Ak 558 B i H B
https://news.mingpao.com/pns/%e6%hb8%af%e8%81%9e/article/20201230/s00002/1609267603018

HAR HL5 | POV MR TR R TSR] 2% [ HmeE
https://news.mingpao.com/pns/%e6%b8%af%e8%81%9e/article/20201230/s00002/
1609267603283



https://news.mingpao.com/pns/%e6%b8%af%e8%81%9e/article/20201230/s00002/1609267601785
https://news.mingpao.com/pns/%e6%b8%af%e8%81%9e/article/20201230/s00002/1609267603018
https://news.mingpao.com/pns/%e6%b8%af%e8%81%9e/article/20201230/s00002/1609267603283
https://news.mingpao.com/pns/%e6%b8%af%e8%81%9e/article/20201230/s00002/1609267603283

PUBLICATION LIST

(1) Referred Journal Publications

Number of journal articles = 70; Key authorship = 36; Impact factor >8.0 = 24

Paper Title

2022
factor

Impact

(5-year
Impact factor)

Based on Journal
Citation Reports

Ranking in
2022

Based on Journal
Citation Reports

Specialties

Remarks

Chow N, Long T, Lee LK, Wong ITF,
Lee AWT, Tam WY, Wong HFT,
Leung JSL, Chow FWN, Luk KS, Ho
AYM, Lam JYW, Yau MCY, Que TL,
Yip KT, Chow VCY, Wong RCW,
Mok BWY, Chen H, Siu GKH.
Transmission  patterns of co-
circulation of Omicron sub-lineages
in Hong Kong SAR, China, a city
with  rigorous social distancing
measures, in 2022. Viruses (In
press).

Applicant’s contribution:
e Corresponding author
e Conceived and designhed
the experiment
e Performed the experiment
e Analyzed the data, wrote
paper

4.7 (4.8)

15/36
(41.7%)
Virology

Virology

Key
authorship

Lee AW, Ng IC, Wong EY, Wong IT,
Sze RP, Chan KY, So TY, Zhang Z,
Ka-Yee Fung S, Choi-Ying Wong S,
Tam WY, Lao HY, Lee LK, Leung
JS, Chan CT, Ng TT, Zhang J, Chow
FW, Leung PH, Siu GK.
Comprehensive identification  of
pathogenic microbes and
antimicrobial resistance genes in
food products using nanopore
sequencing-based metagenomics.
Food Microbiol. 2024
Aug;121:104493.

Applicant’s contribution:
e Corresponding author
e Conceived and designed
the experiment
Performed the experiment
Analyzed the data, wrote

paper

5.3 (5.5)

21/170
(12.4%)
Food
science &
technology

Infection

Key
authorship




Xie YJ, Liao X, Lin M, Yang L,

; 8.5 (n/a) 15/207 Infection / | Journal
Svhe“r‘g HKH Zhgng QQ Li g{] Hao g’ (7.2%) Medical with IF>8.0
ang nH, ao v, ang ’ Public, microbiology
Molassiotis A, Siu__GKH, Leung environment
AYM. Community Engagement in al &
Vaccination Promotion: Systematic ;
Review and Meta-Analysis. JMIR ﬁggﬁﬂaﬂonal
Public Health Surveill. 2024 May
10;10:e49695.
Applicant’s contribution:
Conceived the study and analyzed
data
Iafess K‘é’ SN% TT'LjSTLaT Kfi 3.7 (5.9) 62/135 Infection Key
Le“”%Y oh e“g%’_M 5 eeW'C’ (45.9%) /Medical authorship
ao : an M, ram W=, Microbiology | Microbiology
Wong SSY, Lau TC-K, Siu_GK-H.
Genetic  mechanisms  of co-
emergence of INH-resistant
Mycobacterium tuberculosis strains
during the standard course of
antituberculosis therapy. Microbiol
Spectr. 2024 Apr 2;12(4):e0213323.
Applicant’s contribution:
e Corresponding author
e Conceived and designhed
the experiment
e Performed the experiment
e Analyzed the data, wrote
paper
mgngT J, Li“H JJ Wé f(ang t Wg,r\‘/lg 8.8 (n/a) 10/129 Infection /| Journal
v, [sang M YU B, ‘#J'S?‘m o (7.8%) Medical with IF>8.0
e b, vang L, LI ¥, olU SR, Infectious microbiology
Tyrovolas S, Xie YJ, Man D, Shum diseases
DHK. An Al-empowered indoor
digital contact tracing system for
COVID-19 outbreaks in residential Q1 Paper
care homes. Infect Dis Model. 2024
Feb 10;9(2):474-482.
Applicant’s contribution:
e Conceived the study and
analyzed data
Lao HY, Wong LL, Hui Y, Ng TT, .
Chan CT, Lo HW, Yau MC, Leung | > (¢:2) (3%11302) Infection gftyhorship
EC, Wong RC, Ho AY, Yip KT, Lam Mic.robiology

JY, Chow VC, Luk KS, Que TL,
Chow FWN, Siu_GK. The clinical
utility of Nanopore 16S rRNA gene
sequencing for direct bacterial
identification in normally sterile body
fluids. Front Microbiol. 2024 Jan
9;14:1324494.




Applicant’s contribution:

e Corresponding author

e Conceived and designed
the experiment

e Performed the experiment

e Analyzed the data, wrote
paper

Ng TT, Su J, Lao HY, Lui WW, Chan
CT, Leung AW, Jim SH, Lee LK,
Shehzad S, Tam KK, Leung KS,
Tang F, Yam WC, Luo R, Siu GK.
Long-Read Sequencing with
Hierarchical Clustering for
Antiretroviral Resistance Profiling of
Mixed Human Immunodeficiency
Virus Quasispecies. Clin Chem.
2023 Oct 3;69(10):1174-1185.

Applicant’s contribution:

e Corresponding author

e Conceived and designhed
the experiment

e Performed the experiment

e Analyzed the data, wrote
paper

9.3 (8.0)

2/29 (6.9%)
Medical
Laboratory
Technology

Q1 Paper

Virology

Journal
with IF>8.0

Key
authorship

Bekele D, Aragie S, Alene KA,
Dejene T, Warkaye S, Mezemir M,
Abdena D, Kebebew T, Botore A,
Mekonen G, Gutema G, Dufera B,
Gemede K, Kenate B, Gobena D,
Alemu B, Hailemariam D, Muleta D,
Siu_GKH, Tafess K. Spatiotemporal
Distribution of Tuberculosis in the
Oromia Region of Ethiopia: A
Hotspot Analysis. Trop Med Infect
Dis. 2023 Sep 7;8(9):437

Applicant’s contribution:

e Analyzed the data, wrote
paper

2.9 (3.1)

67/96
(69.8%)

Infectious
Diseases

Medical
Microbiology

Wu WG, Shum MH, Wong IT, Lu KK,
Lee LK, Leung JS, Lao HY, Lee AW,
Hau PT, Chan CT, Wong HF, Fung
SK, Wong SC, Ng IC, Ng TT, Chow
N, Ho AY, Hung MF, Chow FW,
Wong MM, To WK, Lam TT, Luk KS,

Siu GK. Probable  airborne
transmission of Burkholderia
pseudomallei causing an urban
outbreak of melioidosis during

typhoon season
China.

in Hong Kong,
Emerg Microbes Infect.

13.2 (9.9)

8/96 (8.3%)
Infectious
diseases

Q1 Paper

Infection
Medical
microbiology

/

Journal
with IF>8.0

Key
authorship




2023;12(1):2204155.
Applicant’s contribution:

e Corresponding author

e Conceived and designed
the experiment

e Performed the experiment

e Analyzed the data, wrote
paper

10

Su J, Lui WW, Lee Y, Zheng Z, Siu
GK, Ng TT, Zhang T, Lam TT, Lao
HY, Yam WC, Tam KK, Leung KS,
Lam TW, Leung AW, Luo R.
Evaluation of Mycobacterium
tuberculosis enrichment in
metagenomic samples using ONT
adaptive sequencing and amplicon
sequencing for identification and
variant calling. Sci Rep.;13(1):5237.

Applicant’s contribution:

e Design the test assay
e Analyzed the data, and Wrote
paper

4.6 (4.9)

22/73
(30.1%)
Multidisciplin
ary Sciences

Medical
microbiology

11

Lee AW, Chan CT, Wong LL, Yip
CY, Lui WT, Cheng KC, Leung JS,
Lee LK, Wong IT, Ng TT, Lao HY,
Siu_GK. Identification of microbial
community in the urban environment:
The concordance between
conventional culture and nanopore
16S rRNA sequencing. Front
Microbiol. 2023;14:1164632.

Applicant’s contribution:

Corresponding author

Designed the experiments

Contributed reagents &

materials

Analyzed the data, and Wrote
paper

5.2 (6.2)

38/135
(28.1%)
Microbiology

Infection

Key
authorship

12

Xie R, Edwards KM, Adam DC, Leung
KSM, Tsang TK, Gurung S, Xiong W,
Wei X, Ng DYM, Liu GYZ, Krishnan P,
Chang LDJ, Cheng SMS, Gu H, Siu
GKH, Wu JT, Leung GM, Peiris M,
Cowling BJ, Poon LLM,
Dhanasekaran V. Resurgence of
Omicron BA.2 in SARS-CoV-2
infection-naive Hong Kong. Nat
Commun. 2023;14(1):2422.

Applicant’s contribution:

e Contributed
analyzed data

samples and

16.6 (17.0)

6/73 (8.2%)
Multidisciplin
ary Sciences

Q1 paper

Virology

Journal
with IF>8.0




13 | Tong CZ, Shi WZ, Siu GKH, Zhang | 5.2 (5.5) 25/180 Virology
AS, Shi ZC. Understanding (13.9%)
spatiotemporal symptom onset risk of Public,
Omicron BA.1, BA.2 and hamster- Environment
related Delta AY.127. Front Public al &
Health. 2022;10:978052. Occupationa
| Health
Applicant’s contribution:
e Conceived and designed the Q1 Paper
experiments
e Performed the experiments
e Analyzed the data, and Wrote
paper
14 | Leung KSS, Tam KKG, Ng TL, Lao | 5.2 (6.2) 38/135 Medical
HY, Shek RCM, Ma OCK, Yu SH, (28.1%) Microbiology
Chen JX, Han Q, Siu GKH, Yam WC. Microbiology
Clinical utility of target amplicon
sequencing test for rapid diagnosis of
drug resistant Mycobacterium
tuberculosis from respiratory
specimens. Front Microbiol. 2022
(In press).
Applicant’s contribution:
e Conceived the study,
e Design the test assay
e Analyzed the data, and Wrote
paper
15 | Wang S, Qin A, Chau LY, Fok EWT, | 9.5 (9.6) 55/344 Genetics Journal
Choy MY, Brackman CJ, Siu_GKH, (16.0%) with IF>8.0
Huang CL, Yip SP, Lee TMH. Amine- Material
Functionalized Quantum Dots as a Science,
Universal Fluorescent Nanoprobe for Multidisciplin
a One-Step Loop-Mediated ary
Isothermal Amplification Assay with
Single-Copy Sensitivity. ACS Appl Q1 Paper
Mater Interfaces.
2022;14(31):35299-35308.
Applicant’s contribution:
e Contributed samples
e Analyzed the data, & modified
paper
16 | Rajwani R, Galata C, Lee AWT, So | 5.2 (5.9) 29/96 Infection Key
PK, Leung KSS, Tam KKG, Shehzad (30.2%) authorship
S, Ng TTL, Zhu L, Lao HY, Chan CT, Infectious
Leung JS, Lee LK, Wong KC, Yam diseases

WC, Siu__GK. A multi-omics
investigation into the mechanisms of
hyper-virulence in Mycobacterium
tuberculosis. Virulence.
2022;13(1):1088-1100

Applicant’s contribution:
e Corresponding author
e Designed the experiments
e Contributed reagents &
materials
e Analyzed the data, and wrote
paper




17

Cheng VC, Wong SC, Au AK, Zhang
C, Chen JH, So SY, Li X, Wang Q, Lu
KK, Lung DC, Chuang VW,
Schuldenfrei E, Siu GK, To KK, Li Y,
Yuen KY. Explosive outbreak of
SARS-CoV-2 Omicron variant is
associated with vertical transmission
in high-rise residential buildings in
Hong Kong. Build Environ. 2022
1;221:109323.

Applicant’s contribution:

e Contributed samples
e Analyzed the data, and Wrote
paper

7.4 (7.6)

7/68 (10.3%)
Construction
&  Building
Technology

Q1 Paper

Virology

18

Kok KH, Wong SC, Chan WM, Wen
L, Chu AW, Ip JD, Lee LK, Wong IT,
Lo HW, Cheng VC, Ho AY, Lam BH,
Tse H, Lung D, Ng KNH, Au AK, Siu
GK, Yuen KY. Co-circulation of two
SARS-CoV-2 variant strains within
imported pet hamsters in Hong Kong.
Emerg Microbes Infect.
2022;11(1):689-698

Applicant’s contribution:

e 2" |ast author
e Designed the experiments
e Contributed reagents &
materials
e Analyzed the data, and Wrote
paper

13.2 (9.9)

8/96 (8.3%)
Infectious
diseases

Q1 Paper

Virology

Journal
with IF>8.0

19

Chan W, Chow FW, Tsang CC, Liu X,
Yao W, Chan TT, Siu GK, Ho AY,
Luk KS, Lau SK, Woo PC. Induction
of amphotericin B resistance in
susceptible  Candida auris by
extracellular vesicles. Emerg
Microbes Infect. 2022;1-40.

Applicant’s contribution:

e Contributed samples
e Analyzed the data, and
e Modified paper

13.2 (9.9)

8/96 (8.3%)
Infectious
diseases

Q1 Paper

Infection

Journal
with IF>8.0

20

Zhu L, Lee AW, Wu KK, Gao P, Tam
KK, Rajwani R, Chaburte GC, Ng TT,
Chan CT, Lao HY, Yam WC, Kao RY,
Siu__GKH. Screening Repurposed
Antiviral ~ Small Molecules  as
Antimycobacterial Compounds by a
Lux-Based phoP Promoter-Reporter
Platform. Antibiotics  (Basel).
2022;11(3):369.

4.8 (4.9)

34/129
(26.4%)
Infectious
Diseases

Infection

Key
authorship




Applicant’s contribution:

e Corresponding author
e Designed the experiments
e Contributed reagents &
materials
e Analyzed the data, and Wrote
paper

21

Wong RC, Wong AH, Ho YI, Siu GK,
Lee LK, Leung EC, Lai RW.
Application of digital PCR to
determine the reliability of Xpert
Xpress SARS-CoV-2 assay with
envelope (E) gene negative and
nucleocapsid (N2) gene positive
results. Diagn Microbiol Infect Dis.
2022;103(4):115726.

Applicant’s contribution:

e Contributed samples
e Analyzed the data, and Wrote
paper
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Chan JF*, Siu GK* Yuan S, Ip JD,
Cai JP, Chu AW, Chan WM, Abdullah
SMU, Luo C, Chan BP, Yuen TT,
Chen LL, Chik KK, Liang R, Cao H,
Man Poon VK, Chan CC, Leung KH,
Tam AR, Tsang OT, Chan JM, To
WK, Lam BH, Lee LK, Lo HW, Wong
IT, Leung JS, Wong EY, Chu H, Yip
CC, Cheng VC, Chan KH, Tse H,
Lung DC, Ng KH, Au AK, Hung IF,
Yuen KY, To KK. Probable Animal-to-
Human Transmission of SARS-CoV-2
Delta Variant AY.127 Causing a Pet
Shop-Related COVID-19 Outbreak in
Hong Kong. Clin Infect Dis.
2022 ;ciacl71

Applicant’s contribution:
e Co-first author
e Designed the experiments
e Contributed reagents &
materials
e Analyzed data, Wrote paper
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23

Chan CTM, Leung JSL, Lee LK, Lo
HWH, Wong WYK, Wong DSH, Ng
TTL, Lao HY, Lu KK, Jim SHC, Yau
MCY, Lam JYW, Ho AYM, Luk KS,
Yip KT, Que TL, To KKW, Siu GKH.
A low-cost TagMan minor groove
binder probe-based one-step RT-
gPCR assay for rapid identification of
N501Y variants of SARS-CoV-2. J
Virol Methods. 2022 ;299:114333

Applicant’s contribution:
e Corresponding author
e Conceived and designed
the experiments
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e Performed the experiments
e Analyzed the data, and
Wrote paper

24

Lao HY, Ng TTL, Wong RYL, Wong
CST, Lee LK, Wong DSH, Chan
CTM, Jim SHC, Leung JSL, Lo HWH,
Wong ITF, Yau MCY, Lam JYW, Wu
AKL, Siu_GKH. The Clinical Utility of
Two High-Throughput 16S rRNA
Gene Sequencing Workflows for
Taxonomic Assignment of
Unidentifiable Bacterial Pathogens in
Matrix-Assisted Laser Desorption
lonization—Time of Flight Mass
Spectrometry. J Clin  Microbiol.
2022;60(1):e0176921.

Applicant’s contribution:
e Corresponding author
e Conceived and designed
the experiments
e Performed the experiments
e Analyzed data, Wrote paper
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25

Wong RCW, Lee MK, Siu GK, Lee
LK, Leung JSL, Leung ECM, Ho YLL,
Lai RWM. Healthcare workers
acquired COVID-19 disease from
patients?  An  investigation by
phylogenomics. J Hosp Infect.
2021;S0195-6701(21)

Applicant’s contribution:

e Conceived and designed
the experiments

e Analyzed the data, and

e Wrote paper
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Mok BW, Liu H, Deng S, Liu J, Zhang
AJ, Lau SY, Liu S, Tam RC, Cremin
CJ, Ng TT, Leung JS, Lee LK, Wang
P, To KK, Chan JF, Chan KH, Yuen
KY, Siu_GK, Chen H. Low dose
inocula of SARS-CoV-2 Alpha variant
transmits more efficiently than earlier
variants in hamsters. Commun Biol.
2021;4(1):1102.

Applicant’s contribution:

e 2" |ast author

e Conceived and designed
the experiments

e Analyzed the data, and

o Wrote paper
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Cheng VCC*, Fung KSC*, Siu GKH*
Wong SC, Cheng LSK, Wong MS,
Lee LK, Chan WM, Chau KY, Leung
JSL, Chu AWH, Chan WS, Lu KK,
Tam KKG, Ip JD, Leung KSS, Lung
DC, Tse H, To KKW, Yuen KY.
Nosocomial outbreak of COVID-19 by
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possible airborne transmission
leading to a superspreading event.
Clin Infect Dis. 2021;73(6):e1356-
e1364.

Applicant’s contribution:

e Co-first author
e Designed the experiments
e Contributed reagents &
materials
e Analyzed the data, and
e Wrote paper
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Lu L, Chu AWH, Zhang RR, Chan
WM, Ip JD, Tsoi HW, Chen LI, Cai
JP, Lung DC, Tam AR, Yau YS,
Kwan MYW, To WK, Tsang OTY, Lee
LLY, Yi H, Ip TC, Poon RWS, Siu
GKH, Mok BWY, Cheng VCC, Chan
KH, Yuen KY, Hung IFN, To KKW.
The impact of spike N501Y mutation
on neutralizing activity and RBD
binding of SARS-CoV-2 convalescent
serum. EBioMedicine.
2021 ;71:103544.

Applicant’s contribution:

e Contributed samples
e Analyzed the data, and
e Modified paper
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Meng F, Siu_GK, Mok BW, Sun J,
Fung KSC, Lam JY, Wong NK,
Gedefaw L, Luo S, Lee TMH, Yip SP,
Huang CL. Viral MicroRNAs Encoded
by Nucleocapsid Gene of SARS-CoV-
2 Are Detected during Infection, and
Targeting Metabolic Pathways in Host
Cells. Cells. 2021;10(7):1762

Applicant’s contribution:

e 2" author
e Contributed
reagents & materials
e Analyzed the data, and
o Wrote paper
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30

Cheng VCC*, Siu_GKH*, Wong SC,
Au AKW, Ng CSF, Chen H, Xin L,
Lee LK, Leung JSL, Lu KK, Lo HWH,
Wong EYK, Luk S, Lam BHS, To WK,
Lee RA, Lung DC, Kwan MYW, Tse
H, Chuang SK, To KKW, Yuen KY.
Complementation of contact tracing
by mass testing for successful
containment of beta COVID-19
variant (SARS-CoV-2 VOC B.1.351)
epidemic in Hong Kong. Lancet Reg
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Health West Pac. 2021;17:100281.
Applicant’s contribution:

e Co-first author

e Designed the experiments

e Contributed reagents &
materials

e Analyzed the data, and

o Wrote paper
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Teng JLL, Luo R, Tang BSF, Fong
JYH, Wang L, Jia L, Wong CKS,
Chan E, Leung AWS, Siu GKH, Chiu
TH, Fung AMY, Wu AKL, Yeung ML,
Lau SKP, Woo PCY. High Prevalence
and Mechanism Associated With
Extended Spectrum Beta-Lactamase-
Positive Phenotype in Laribacter
hongkongensis. Front Microbiol.
2021; 9;12:618894

Applicant’s contribution:

e Conducted experiment
e Analyzed the data, and
e Modified paper
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Leung KSS, Ng TTL, Wu AKL, Yau
MCY, Lao HY, Choi MP, Tam KKG,
Lee LK, Wong BKC, Ho AYM, Yip KT,
Lung KC, Liu RWT, Tso EYK, Leung
WS, Chan MC, Ng YY, Sin KM, Fung
KSC, Chau SKY, To WK, Que TL,
Shum DHK, Yip SP, Yam WC, Siu
GK. A Territorywide Study of Early
Coronavirus Disease Outbreak, Hong
Kong, China. Emerg Infect Dis.
2021;27(1):196-204.

Applicant’s contribution:

e Corresponding author

e Conceived and designhed
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e Performed the experiments

e Analyzed the data, and
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Siu_GK, Lee LK, Leung KS, Leung
JS, Ng TT, Chan CT, Tam KK, Lao
HY, Wu AK, Yau MC, Lai YW, Fung
KS, Chau SK, Wong BK, To WK, Luk
K, Ho AY, Que TL, Yip KT, Yam WC,
Shum DH, Yip SP. Will a new clade
of SARS-CoV-2 imported into the
community spark a fourth wave of the
COVID-19 outbreak in Hong Kong?
Emerg Microbes Infect.
2020;9(1):2497-2500.
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author
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genetic diversity of Mycobacterium Respiratory Infection
tuberculosis isolate among pulmonary System
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Zone, Ethiopia. BMC Pulm Med. Q2 Paper
2021;21(1):206.
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e Last author
e Conceived and designed
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e Analyzed the data, and
o Wrote paper
35 | Tafess K, Ng TT, Lao HY, Leung KS, | 9.3 (8.0) 2/29 (6.9%) | Medical Journal
Tam KK, Rajwani R, Tam ST, Ho LP, Medical Microbiology | with IF>8.0
Chu CM, Gonzalez D, Sayada C, Ma Laboratory
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Siu GK. Targeted Sequencing authorship
Workflows for Comprehensive Drug Q1 Paper
Resistance Profiling of
Mycobacterium tuberculosis cultures
using lllumina MiSeq and Nanopore
MinlON: Comparison of analytical and
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time and cost. Clin Chem.
2020;66(6):809-820.
Applicant’s contribution:
e Corresponding author
e Conceived and designed
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e Performed the experiments
e Analyzed the data, and
e Wrote paper
36 | Shenkutie AM, Yao MZ, Siu GK, | 4.8 (4.9) 34/129 Infection Key
Wong BKC, Leung PH. Biofilm- (26.4%) authorship
Induced Antibiotic Resistance in Infectious
Clinical  Acinetobacter  baumannii Diseases
Isolates. Antibiotics (Basel).

2020;9(11):817.
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Leung KH, Poon RW, Ng AC, Wu
WL, Zhao H, Chan KH, Siu_GK, Ng
TT, Cheng VC, Kok KH, Yuen KY, To
KK. Nanopore Sequencing Reveals
Novel Targets for Detection and
Surveillance of Human and Avian
Influenza A  Viruses. J Clin
Microbiol. 2020;58(5).
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e Disseminated
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e Analyzed the data, and
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Suen LKP, Lung VYT, Boost MV, Au-
Yeung CH, Siu_GKH. Microbiological
evaluation of different hand drying
methods for removing bacteria from
washed hands. Sci Rep. 2019.
24;9(1):13754.

Applicant’s contribution:

e Last author

e Conceived and designed
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e Analyzed the data, and
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Tam KK, Leung KS, Siu GK, Chang
KC, Wong SS, Ho PL, Leung EK,
Yam WC. Direct detection of
pyrazinamide resistance of
Mycobacterium tuberculosis using
pncA PCR Sequencing. J Clin
Microbiol. 2019. 26;57(8).
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e Conceived and designed
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e Analyzed the data, and

e  Wrote paper
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Haile B, Tafess K, Zewude A, Yenew
B, Siu GK, Ameni G. Spoligotyping
and drug sensitivity of Mycobacterium
tuberculosis isolated from pulmonary
tuberculosis patients in the Arsi Zone
of southeastern Ethiopia. New
Microbes New Infect.
2019;33:100620.
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population. Curr HIV Res.
2019;17(1):53-64.
Applicant’s contribution:
e Analyzed the data, and
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42 | Suen LKP, Siu GKH, Guo YP, Yeung | 5.5 (6.1) 29/156 Infection Key
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public washroom - friend or foe? An Microbiology
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microbiological investigation of hand
hygiene facilities. Antimicrob Resist
Infect Control. 2019 ;8:47
Applicant’s contribution:
e 274 guthor
e Conceived study
e Analyzed the data, and
o Wrote paper
43 | Leung KS, Siu GK, Tam KK, Ho PL, | 3.2 (2.9) 75/135 Medical Key
Wong SS, Leung EK, Yu SH, Ma OC, (55.6%) Microbiology | authorship
Yam WC. Diagnostic Evaluation of An Microbiology
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MIRU-profiler: a rapid tool for
determination of 24-loci MIRU-VNTR
profiles from assembled genomes of
Mycobacterium tuberculosis.
PeerJ.2018; 6:e5090.
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Corresponding author
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Comprehensive evaluation of the
MBT STAR-BL module for
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and B-lactamase-mediated resistance
detection in Gram-negative rods from
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cultures. Front Microbiol.
2018;9:334.
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Corresponding author
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Tafess K, Beyen TK, Abera A, Tasew
G, Mekit S, Sisay S, Tadesse L, Siu
GKH. Treatment Outcomes of
Tuberculosis at Asella Teaching
Hospital, Ethiopia: Ten Years'
Retrospective  Aggregated Data.
Front Med (Lausanne). 2018; 5:38

Applicant’s contribution:

e Corresponding author

e Conceived and designed the
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e Analyzed the data, and wrote
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Rajwani R, Yam WC, Zhang Y, Kang
Y, Wong BKC, Leung KSS, Tam
KKG, Tulu KT, Zhu L, Siu_ GKH.
Comparative Whole-Genomic
Analysis of an Ancient L2 Lineage
Mycobacterium tuberculosis Reveals
a Novel Phylogenetic Clade and
Common Genetic Determinants of
Hypervirulent Strains. Front Cell
Infect Microbiol. 2018 ;7:539.
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Corresponding author
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materials
. Analyzed the data, and
wrote paper
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Leung KS, Siu GK, Tam KK, To SW,
Rajwani R, Ho PL, Wong SS, Zhao
WW, Ma OC, Yam WC. Comparative
Genomic Analysis of Two Clonally
Related Multidrug Resistant
Mycobacterium tuberculosis by Single
Molecule Real Time Sequencing.
Front  Cell Infect  Microbiol.
2017;7:478

Applicant’s contribution:

e 2" author
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e Analyzed the data, and wrote
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Tam KK, Leung KS, To SW, Siu_GK,
Lau TC, Shek VC, Tse CW, Wong
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drug resistance in  respiratory
specimen using Abbott Realtime MTB
detection and RIF/INH resistance
assay. Diagn Microbiol Infect Dis.
2017;89(2):118-124
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Dheda K, Gumbo T, Maartens G,
Dooley KE, McNerney R, Murray M,
Furin J, Nardell EA, London L,
Lessem E, Theron G, van Helden P,
Niemann S, Merker M, Dowdy D, Van
Rie A, Siu_GK, Pasipanodya JG,
Rodrigues C, Clark TG, Sirgel FA,
Esmail A, Lin HH, Atre SR, Schaaf
HS, Chang KC, Lange C, Nahid P,
Udwadia ZF, Horsburgh CR Jr,
Churchyard GJ, Menzies D,
Hesseling AC, Nuermberger E,
Mcllleron H, Fennelly KP, Goemaere
E, Jaramillo E, Low M, Jara CM,
Padayatchi N, Warren RM. The
epidemiology, pathogenesis,
transmission, diagnosis, and
management of multidrug-resistant,
extensively drug-resistant, and
incurable tuberculosis. Lancet
Respir Med. 2017; pii: S2213-
2600(17)30079-6 — Review Article
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YuanlL, YuY, Zhu Y, Li Y, LiC, LR,
Ma Q, Siu GK, Yu J, Jiang T, Xiao J,
Kang Y. GAAP: Genome-
organization-framework-Assisted
Assembly Pipeline for prokaryotic
genomes. BMC Genomics. 2017 ;
18(Suppl 1):952
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To SWC, Siu_GKH, Wong KH, Chan
KC, Yuen KT, Ng HM & Yam WC.
Utilization of a duplex hybprobe real-
time PCR to detect and estimate IL-
28B  polymorphisms  prevalence
among HIV/HCV co-infected patients
in Hong Kong. J Med Microb Diagn.
2015; 4:194
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Siu GK, Chen JH, Ng TK, Lee RA,
Fung KS, To SW, Wong KC, Cheung
S, Wong IW, Tam MM, Lee SS, Yam
WC. Performance Evaluation of the
Verigene Gram-Positive and Gram-
Negative Blood Culture Test for
Direct Identification of Bacteria and
Their Resistance Determinants from
Positive Blood Cultures in Hong
Kong. PLoS One.
2015;10(10):e0139728.

Applicant’s contribution:

First author
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Performed the experiments,

Analyzed the data, and wrote
paper

3.7 (3.8)

26/73
(35.6%)
Multidisciplin
ary Sciences

Medical
Microbiology

Key
authorship

54

Chen JH, She KK, Kwong TC, Wong
QY, Siu_GK, Leung CC, Chang KC,
Tam CM, Ho PL, Cheng VC, Yuen
KY, Yam WC. Performance of the
new automated Abbott RealTime
MTB assay for rapid detection of
Mycobacterium tuberculosis complex
in respiratory specimens. Eur J Clin
Microbiol Infect Dis. 2015;34(9):
1827-32.

Applicant’s contribution:

e Analyzed the data, and wrote
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JH, Ho PL, Leung KW, Tsang JL,
Cheng VC, Guo L, Yang J, Ye L, Yam
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matrix-assisted laser  desorption
ionization-time  of  flight mass
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bacterial  identification in  two
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Microbiol. 2015; 64(pt 1):18-24
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LanY, Lam JT, Siu_GK, Yam WC,
Manson AJ, Lam JK. Cationic
amphipathic D-enantiomeric
antimicrobial peptides with in vitro
and ex vivo activity against drug-
resistant Mycobacterium tuberculosis.
Tuberculosis (Edinb). 2014,
94(6):678-89
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Siu GK, Yam WC, Zhang Y, Kao RY.
An upstream truncation of furA-katG
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tuberculosis clinical isolate with no
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mutations.  Antimicrob Agents
Chemother. 2014; 58(10):6093-100.

Applicant’s contribution:

e First and Corresponding
author
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Analyzed the data, and wrote
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Yam WC, Siu_GK, Ho PL, Ng TK,
Que TL, Yip EK, Fok CP, Chen JH,
Cheng VC, Yuen KY. Evaluation of
LightCycler® Methicillin-Resistant
Staphylococcus  aureus  (MRSA)
Advanced Test for the detection of
nasal colonizing MRSA. J Clin
Microbiol. 2013; 51(9):2869-74.

Applicant’s contribution:

e Conceived and designed the
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e Analyzed the data, and wrote
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Chen JH, Ho PL, Kwan GS, She KK,
Siu_GK, Cheng VC, Yuen KY, Yam
WC Direct Bacterial Identification in
Blood Cultures using two commercial
MALDI-TOF mass  spectrometry
systems. J Clin Microbiol. 2013;
51(6):1733-9. 51(6):1733-9
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e Analyzed the data, and wrote
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Vermeer LS, Lan Y, Abbate V, Ruh E,
Bui TT, Wilkinson LJ, Kanno T,
Jumagulova E, Kozlowska J, Patel J,
Mcintyre CA, Yam WC, Siu_GK,
Atkinson RA, Lam KW, Bansal SS,
Drake AF, Mitchell GH, Mason
AJ.Conformational Flexibility
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Anticancer Potency of Cationic a-
Helical Peptides. J Biol Chem. 2012;
287(41):34120-33
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Zhu C, Zhang Y, Shen Y, Siu_GK,
Wu W, Qian X, Deng G, Xu Y, Lau R,
Fan X, Zzhang W, Lu H, Yam WC.
Molecular characterization of
fluoroquinolone-resistant
Mycobacterium tuberculosis clinical
isolates from Shanghai, China. Diagn
Microbiol Infect Dis.
2012;73(3):260-3
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analysis for the rapid detection of
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tuberculosis. PLoS One.
2012;7(2):31934.
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e Analyzed the data, and wrote
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Mycobacterium tuberculosis. J
Antimicrob Chemother, 2011. 66,

5.2 (5.4)

38/135
(28.1%)
Microbiology

Medical
Microbiology /
Infection

Key
authorship




730-3.
Applicant’s contribution:

e First author
e Developed the assays
e Conceived and designed the
experiments
e Performed experiment
. Analyzed the data, and
wrote paper

65

Cheng VC, Yam WC, Tsang LL, Yau
MC, Siu GK, Wong SC, Chan JF, To
KK, Tse H, Hung IF, Tai JW, Ho PL,
Yuen KY. Epidemiology of Klebsiella
oxytoca-associated diarrhea detected
by Simmons citrate agar
supplemented with inositol,
tryptophan and bile salts. J Clin
Microbiol. 2012; 50(5):1571-9

Applicant’s contribution:

e Performed experiment
° Analyzed the data

9.4 (6.9)

17/135
(12.6%)
Microbiology

Q1 Paper

Medical
Microbiology

Journal
with IF>8.0

66

Cheng VC, Yam WC, Lam CT, Siu
GK, Chan FW, To KW, Li WS, Tai
WM, Ho PL, Yuen KY .Clostridium
difficile isolates with increased
sporulation: emergence of PCR
ribotype 002 in Hong Kong. Eur J
Clin Microbiol Infect Dis.
2011;30(11):1371-81

Applicant’s contribution:

e Performed experiment
e Analyzed the data

4.5 (3.8)

47/135
(34.8%)
Microbiology

Medical
Microbiology

67

Siu_GK, Tam YH, Ho PL, Lee AS,
Que TL, Tse WS, Yip KT, Lam TH,
Cheng VC, Yuen KY, Yam WC.
Direct detection of isoniazid-resistant
Mycobacterium tuberculosis in
respiratory specimens by multiplex
allele-specific PCR. Diagn Microbiol
Infect Dis. 2010. 69, 51-58

Applicant’s contribution:

First author

Developed the assays

Designed the experiments

Performed experiment

Analyzed the data, and wrote
paper

2.9 (2.5)

67/96
(69.8%)
Infectious
Diseases

Medical
Microbiology

Key
authorship

68

Ong DC, Yam WC, Siu GK, Lee AS.
Rapid detection of rifampicin- and
isoniazid-resistant Mycobacterium
tuberculosis by high-resolution
melting analysis. J Clin Microbiol.

9.4 (6.9)

17/135
(12.6%)
Microbiology

Q1 Paper

Medical
Microbiology

Journal
with IF>8.0




2010 Apr;48(4);1047-54.
Applicant’s contribution:

e Analyzed the data, and wrote
paper

2007;13(7):731-3
Applicant’s contribution:

e Last Author
o Performed experiment
e Analyzed the data

69 | Lau RW, Ho PL, Kao RY, Siu GK, | 10.8 (7.2) 12/96 Medical Journal
Cheng VC, Yuen KY, Yam WC. (12.5%) Microbiology | with IF>8.0
Rapid diagnosis of multidrug-resistant Infectious
smear-positive pulmonary Diseases
tuberculosis. Int  J  Antimicrob
Agents. 2010 Feb;35(2):202 Q1 Paper
Applicant’s contribution:

e Performed experiment
e Analyzed the data

70 | Boost MV, O'Donoghue MM, Siu KH. | 14.2 (10.7) 7/96 (7.3%) | Medical Journal
Characterisation of methicillin- Infectious Microbiology | with IF>8.0
resistant  Staphylococcus  aureus Diseases
isolates from dogs and their owners. Key
Clin Microbiol Infect. Q1 Paper authorship

(2) Book Chapter

1. Yam WC, Siu_GK. Rapid Identification of Mycobacteria and Rapid Detection of Drug Resistance

in Mycobacterium tuberculosis in Cultured Isolates and in Respiratory Specimens. In Mark Wilks
(ed.), PCR Detection of Microbial Pathogens: Second Edition, Methods in Molecular Biology, vol.
943.2012. Berlin, Germany, Springer Science+Business Media

[Specialties: Medical Microbiology]




RESEARCH GRANTS

SUMMARY

Types of Research Grant Achievements

Total no. of competitive research grants in the 25
capacity of a Principal Investigator / co- Principal (HK$ 50,451,425)
Investigator (Total funding amount)

No. of external competitive grants in the capacity 15

of a _Principal Investigator (HK$ 31,344,494)
(Total funding amount)

No. of competitive external grants in the capacity 6

of a co- Principal Investigator (HK$ 14,131,675)
(TTtal funding amount injected to team account)

No. of internal competitive grants in the capacity 4

of a _Principal Investigator (HK$4,975,256)

(total funding amount)

External Competitive Grants (In capacity of Principal Investigator)

Number of funded projects =15; Total Funding Amount HK$ 31.34 million

Date of Project title Other details
notification

28-06-2024 | Enhancing Passive Sampling for | Capacity: Principal Investigator (PI)
SARS-CoV-2 Sewage
Surveillance Through Next-
Generation Sequencing

Team : SIU Kit Hang Gilman (PolyV);
CHOW Wang Ngai (PolyU);
XIONG Qing (PolyV);
FUNG Joshua (PolyU)

Scheme Contract Research  from
Drainage Services Department

Source:  The Government of Hong Kong
Amount:  HK$ 1,000,000

Duration 1 Jul 2024 — 31 Jun 2025

24-05-2024 | Risk assessment and Capacity: PI

surveillance of the transmission _ _
of foodborne antimicrobial Team : SIU Kit Hang Gilman (PolyU);

resistance in Hong Kong JIN Ling (PolyU);

LEE Wing Tung (PolyU);
WONG Man Sing (PolyU);
LAM Tsan Yuk Tommy (HKU);
QUE Tak Lun (TMH);

LUK Kristine Shik (PMH);

LAM Yiu Wing (PYNEH);




CHOW Chi Ying Viola (PWH);
CHAU Sandy Ka Yee (UCH)

Scheme : Health and Medical Research
Fund (HMRF)

Source : Food and Health Bureau, HKSAR
Government

Amount : HK$ 1,499,950

Duration: 01-07-2024 to 30-06-2027

15-03-2024 | Provision of Consultancy Capacity: Principal Investigator (PI)
Services for Assessment of _ _
Impacts of Burkholderia Team : SIU Kit Hang Gllma_n (PolyU);
. o CHOW Wang Ngai (PolyU);
pseudomallei on the Drinking WONG Tak Fai (PolyU):
Water Supply System in Hong NG Chi Fung (PolyU) ’
Kong
Scheme Contract Research from Water
Supplies Department
Source:  The Government of Hong Kong
Amount:  HK$ 1,200,000
Duration 20 Mar 2024 — 19 Ma 2025
01-08-2023 | Development of Passive Capacity: Principal Investigator (PI)
Sampling of SARS-CoV-2 for _ _
Sewage Surveillance Team : SIU Kit Hang Gllma_n (PolyV);
CHOW Wang Ngai (PolyU);
XIONG Qing (PolyV);
FUNG Joshua (PolyU)
Scheme: Contract Research  from
Drainage Services Department
Source:  The Government of Hong Kong
Amount:  HK$ 680,000
Duration 1 Sep 2023 — 31 Mar 2024
30-06-2022 | Discovery of small-molecule Capacity: PI
anti-virulence agents for . _
Mycobacterium tuberculosis Team :SIU Klt_ Hang Gl_lman (PolyV);
infection - From high-throughput KAQ_yi-chuen Richard (HKU);
_ _ g gnp MA Chun Hang Alvin (PolyU)
screening to infection model
validation Scheme: General Research Fund (GRF)
Source : University Grants Committee

(UGC) Hong Kong




Amount: HK$1,344,190

Duration : 1 Jan 2023 — 31 Dec 2026

13-05-2022 | Establishment of clinical Capacity: PI
workflow for rapid identification _ _
of pathogens and antimicrobial | 1€am : SIUKit Hang Gilman (PolyU);
resistance from infected body LUO Ruibang (HKU);
fluids — Metagenomic vs QUE Tak Lun (TMH);
targeted amplicon sequencing LUK Kristine Shik (PMH):
approach . .
PP LAM Yiu Wing (PYNEH);
LAl Wai Man Raymond (PWH);
FUNG Sau Chun Kitty (UCH)
Scheme : Health and Medical Research
Fund (HMRF)
Source : Food and Health Bureau, HKSAR
Government
Amount : HK$ 1,498,400
Duration: 01-07-2022 to 30-06-2025
25-9-2020 | Whole-Genome Sequencing of | Capacity: PI
COVID-19 Cases in Hong Kong: _ _
Development of A Geo- Team: SIU Kit Hang Gilman (PolyU);

Phylogenetic Database and
Characterisation of SARS-CoV-
2 Variants Circulating in The
Community

Large external grant >10
million Hong Kong Dollar

CHAN Chi Wing (PolyU);
ZHAO Yanxiang (PolyU);

WU Alan Ka Lun (PYNEH);
TO Wing Kin (PMH);

QUE Tak Lun (TMH);

FUNG Sau Chun Kitty (UCH);
CHUANG Wai-Man (HAHO);
CHEN Honglin (HKU)

Scheme : HMRF- Commissioned
Research on COVID-19

Source : Food and Health Bureau, HKSAR
Government

Amount: HK$11,858,100

Duration: 01-10-2020 to 30-09-2024




30-06-2020 | Unveiling the pathogenic Capacity: PI
mechanisms of tuberculous _ .
meningitis caused by Team: SIU Kit Hang Gllma_n (PolyV);
hypervirulent Mycobacterium MA Chun Hang Alvin (PolyU);
vP ot Mycobac . CHAN Wing Chi (PolyU);
tub.ercuI05|s.stra|ns usmg multi- ZHANG Ying (Johns Hopkins U)
omic analysis coupled with a
multiple fluorescent zebrafish Scheme: General Research Fund (GRF)
infection model . . .
Source : University Grant Committee
(UGC), Hong Kong
Amount: HK$1,195,542
Duration: 1 Jan 2021 — 31 Dec 2023
22-06-2020 | Portable nanopore sequencing- | Capacity: Pl
based assay for rapid diagnosis _ _
of bloodstream infection Team: SIU Kit Hang Gilman (PolyU);
LUNG David Christopher (QEH);
CHEN Hon Kwan Jonathan (QMH)
Scheme : Innovation and Technology
Fund - Partnership Research
Programme (ITF-PRP)
Source : Innovation and Technology
Commission
Amount: HK$1,455,690 (Original project)
HK$2,133,256 (Research Talent)
Duration: 01-10-2020 to 31-03-2023
18-05-2020 | Development of Nanopore Capacity: PI
Sequencing-based Platform for _ _
Team:  SIU Kit Hang Gilman (PolyU);

Rapid Monitoring of COVID-19
Transmission in Hong Kong

WU Alan Ka Lun (PYNEH);
FUNG Sau Chun Kitty (UCH)
Innovation and Technology
Fund - Innovation and
Technology Support
Programme - Public Sector
Trial Scheme (ITF-PSTS)

Scheme :

Source : Innovation and Technology
Commission

Amount: HK$1,860,470

Duration: 01-06-2020 to 31-08-2021




30-06-2018

Combined genomic and
transcriptomic approach to
elucidate the mechanism
underlying enhanced
intramacrophage survivability of
hypervirulent Mycobacterium
tuberculosis

Capacity: PI

Team: SIU Kit Hang Gilman (PolyU);
ZHANG Ying (Johns Hopkins
University, us);
CHEN Fei (Beijing Institute of
Genomics, CAS, China);
CHAN Wing Chi Lawrence
(PolyU)

Scheme: General Research Fund (GRF)
Source : UGC, Hong Kong
Amount: HK$931,824

Duration: 1 Sept 2018 — 31 Aug 2021

03-04-2018 | Portable Nanopore sequencing | Capacity: Pl
for rapid diagnosis of drug _ _
resistant tuberculosis Team: SIU Kit Hang Gilman (PolyU);
SAYADA Chalom (ABL,
Luxembourg);
MA Chiu Kit Oliva (KindMed
Diagnostics, HK);
YAM Wing Cheong (HKU, HK)
Scheme : Innovation and Technology
Fund (ITF) Tier 3
Source : Innovation and Technology
Commission, HKSAR
Government
Amount: HK$1,399,985 (Original Project)
HK$557,500 (Research talent)
Duration : 1 Sept 2018 — 29 Feb 2020
02-02-2018 | Real-time, portable Nanopore- Capacity: PI
type sequencing for rapid HIV _ _
genotyping and drug resistance Team SIU Kit Hang Gilman (PolyU);

monitoring

YAM Wing Cheong (HKU);
GONZALEZ Dimitri (ABL,
Luxembourg)

Scheme: AIDS Trust Fund

Source : Department of Health, HKSAR

Government
Amount;: HK$ 948,432

Duration: 01-06-2018 to 31-05-2020




05-07-2017 | Development of low-cost Capacity: PI
genotyping assay for routine _ .
clinical detection of HIV-1 Team : SIU Kit Hang Gilman (PolyU);
integrase inhibitor resistance YAM Wing Cheong (HKU)
Scheme: AIDS Trust Fund
Source : Department of Health, HKSAR
Government
Amount: HK$ 495,270
Duration: 01-10-2017 to 31-09-2018
06-03-2017 | Rapid and comprehensive Capacity: PI
prediction of first and second- . _
line drug resistance in Team : SIU Kit Hang Gilman (PolyU);
Mycobacterium tuberculosis CHAN Fuk Woo Jasper
directly from respiratory (QMH/HKU); o
specimens using massive GONZALEZ Dimitri (ABL,
parallel targeted sequencing: A Luxembourg);
prospective study SAYADA Chalom (ABL,
Luxembourg)
Scheme: Health and Medical Research
Fund (HMRF)
Source: Food and Health Bureau, HKSAR
Government
Amount: HK$ 806,535
Duration: 01-05-2017 to 30-04-2019
14-02-2017 | Prediction of incident active TB | Capacity: PI
in PLHIV by detection of free- _ _
Team:  SIU Kit Hang Gilman (Polyu);

circulating M. tuberculosis DNA
in patient plasma: A
retrospective longitudinal study

YAM Wing Cheong (HKU)
Scheme: AIDS Trust Fund

Source : Department of Health, HKSAR
Government

Amount: HK$ 479,350

Duration: 15-04-2017 to 14-07-2018




External Competitive Grants (In capacity of Co-Principal Investigator)

Number of funded projects = 6; Total Funding Amount Injected to Team account: HKS 14.1 million

Date of
notification
Project title Other details
23-11-2023 Provision of Services for Routine PC: LEUNG Hang Mei (PolyU)
Surveillance of Antimicrobial _ ) ) _
Resistant Microorganisms in Food Co-PI: SIU Kit Hang Gilman (PolyU);
in Hong Kong 2024 — 2025 CHOW Wang Ngai (PolyU)
Scheme: Contract Research from Food and
Environmental Hygiene Department
Source: Food and Environmental Hygiene
Department, HKSAR Government
Amount: HK$ 5,104,815
Duration: 1 Jan 2024 — 31 Dec 2025
15-08-2023 | Provision of Consultancy Services PC: CHOW Wang Ngai (PolyU)
for Identification of 2- _ ) ) _
Methylisoborneol (MIB) Producing Co-PI: SIU Kit Hang Gilman (PolyU);
Microorganisms in Impounding Xiong Qing (PolyU)
Reservoirs in Hong Kong
Scheme: Contract Research from Water
Supplier Department
Source: from Water Supplier Department,
HKSAR Government
Amount: HK$ 1,350,000
Duration: 5 Sep 2023 — 4 Dec 2024
23-06-2022 | Modeling severe COVID-19 in PC: CHAN Fuk Woo JASPER (HKU)

golden Syrian hamsters

Co-PI: SIU Kit Hang Gilman (PolyU);

YUAN Shuofeng (HKU);

Scheme: Collaborative Research Fund (CRF)

COVID-19 and NID Research Exercise

Source: RGC, UGC Hong Kong
Amount: HK$7,000,000 (original project)
HK$350,000 (Injected to team acc)

Duration: 1 May 2022 — 30 Apr 2025




04-01-2022

Spatiotemporal prediction and real-
time early warning of COVID-19
onset risk

PC: SHI Wen Zhong (PolyU)

Co-PI: SIU Kit Hang Gilman (PolyU);
LAM Tsan Yuk (HKU)
MENG Ligiu (PolyU)
BATTY John Michael (PolyU)

Scheme: Collaborative Research Fund (CRF)
COVID-19 and NID Research Exercise

Source : RGC, UGC Hong Kong
Amount : HK$6,964,000 (original project)
HK$600,000 (Injected to team acc)

Duration: 1 Apr 2022 — 31 Mar 2025

21-12-2021 Provision of Services for Routine PC: LEUNG Hang Mei (PolyU)
Surveillance of Antimicrobial _ ) ) '
Resistant Microorganisms in Food Co-PI: SIU Kit Hang Gilman (PolyU);
in Hong Kong 2022-2023 CHOW Wang Ngai (PolyU)
Scheme: Contract Research from Food and
Environmental Hygiene Department
Source : Food and Environmental Hygiene
Department, HKSAR Government
Amount: HK$ 4,477,000
Duration: 1 Jan 2022 — 31 Dec 2023
22-03-2021 Developing a novel liquid biopsy- PC: YIP Shea Ping (PolyU)

based molecular assay for the
diagnosis tuberculosis

Team: SIU Kit Hang Gilman (PolyU);
YING Ting Cheung (PolyU);
HUANG Chien Ling (PolyU);

Scheme: Innovation and Technology Fund -
Midstream Research Programme for
Universities (ITF-MRP)

Source : Innovation and Technology
Commission, HKSAR Government

Amount : HK$ 2,249,860

Duration: 03 May 2021 — 02 June 2026




Internal Competitive Peer-reviewed Research Grants (In capacity of Principal Investigator)

Number of funded projects =4; Total Funding Amount HKS 5.0 million

Date of
notification
Project title Other details
31-01-2022 | Establishment of metagenomic map | Capacity: PI
of urban microbiomes and _ _
antimicrobial resistance in HK Team: SIU Kit Hang Gilman (PolyU);
WONG Man Sing (PolyU);
LUO Ruibang (HKU);
LAM Tsan Yuk (HKU)
Scheme: FHSS Interdisciplinary Large External
Project Application Scheme
Category : Competitive peer-reviewed internal
grant
Amount: HK$ 973,000
Duration: 31-01-2022 to 30-01-2024
Matrix-Assisted Laser Desorption Capacity: PI
/lonization Time-Of-Flight (MALDI- _ _
TOF) MS System for Microbial Team : SIU Kit Hang Gilman (PolyU),
Identification Scheme : Large Equipment Fund
Category : Competitive peer-reviewed internal
grant
Amount: HK$ 1,500,000
Duration: 31-01-2022 to 30-01-2024
07-10-2016 | Development of next generation Capacity: PI
molecular diagnostics for _ _
tuberculosis (TB): from latent TB in | T€am : SIU Kit Hang Gilman (PolyU);
HIV patients t Itipl d . .
pa_ fents tomu I.p ©an . Scheme: PolyU Strategic Developmental Special
extensively drug resistant active TB :
Project
Category : Competitive Peer-reviewed internal
grant
Amount: HK$ 1,499,500
Duration: 01-12-2016 to 30-11-2018




26-10-2015

Advanced microsystem for real-
time tracking & imaging of live
bacteria

Capacity: PI
Team : SIU Kit Hang Gilman (PolyU);

Scheme: Large Equipment Fund supported by
AOEC

Category : Competitive Peer-reviewed internal
grant

Amount : HK$ 1,002,756

Duration: 31-01-2017 to 30-01-2018




LIST OF RESEARCH POSTGRADUATE STUDENTS SUPERVISED

Overview

Total no. of PhD students (Graduated / Ongoing) 13 (5/8)

No. of PhD students supported by RGC Hong Kong
PhD Fellowship

3

2024

2023

2023

2023

2022

2022

2021

2020

2019

Chi-Fung NG (Hong Kong)

Tsun-Ming LOK (Hong Kong)

Yee-Ting LAM (Hong Kong)

Siu-Lun LEUNG (Hong Kong)

Toi-Mei CHAN (Hong Kong)

Ivan Tak-Fai WONG (Hong Kong) (Supported by Hong Kong PhD Fellowship)
Lam Kwong LEE (Hong Kong)

Hiu Yin LAO (Hong Kong)

Timothy Ting Leung NG (Hong Kong); Graduated in 2023 (Now working as a Scientific Officer

(Medical) in Agriculture, Fisheries and Conservation Department)

2018

2017

2016

2014

Chala Chanurte GALATA (Ethiopia) (Supported by Hong Kong PhD Fellowship)
Graduated in 2022

Li ZHU (China)
Graduated in 2022 (Currently Lecturer in Guangdong Medical University)

Ketema TAFESS TULU (Ethiopia) (Supported by Hong Kong PhD Fellowship)
Graduated in 2020 - (Currently Professor in Arsi University, Ethiopia)

Rahim Rajwani (Pakistan)
Graduated in 2019 (currently Post-Doc fellow in National Institutes of Health (NIH), USA)



PhD students

from patient with
tuberculosis
meningitis

Award 2015 (An international
Competitive travel grant — successful
rate = 23.8%)

Published after PhD study

2 published (IF 4.927 - 7.331)

Key authorship in 1 paper

1. Rahim Rajwani [Graduated in January 2019]

My role Thesis Title Background Awards Publications Current status

Chief Genetic Pakistan = Champion in the oral presentation, Published under my | Postdoctoral

Supervisor | mechanism of HTI Postgraduate Symposium 2017 supervision Researcher
enhanced 15t class honor o ;

. . ) s ' | = Champion in the oral presentation, . .
virulence in Un|vers_|ty of HTI Postgraduate Symposium 2016 6 published (IF 3.061-12.167) The_ National
Mycobacterium Karachi (1%t rank . _ Institute of
tuberculosis in Pakistan) = Awardee of Bill and Melinda Gates | Key authorship in 3 papers Diabetes and
strain isolated Foundation Global Health Travel Digestive and

Kidney Diseases,
National Institutes

of Health (NIH),
Bethesda, MD,
USA

List of publications by Rahim Rajwani (n=8)

Publications during PhD study

1. Leung, K. S.-S,, Siu, G. K.-H., Tam, K. K.-G., To, S. W.-C., Rajwani, R., Ho, P.-L., . . . Yam, W.-C. (2017). Comparative Genomic Analysis of
Two Clonally Related Multidrug Resistant Mycobacterium tuberculosis by Single Molecule Real Time Sequencing. Frontiers in cellular and

infection microbiology, 7(478). doi:10.3389/fcimb.2017.00478. [Rahim Rajwani’s contribution: Performed experiment]

2. Lee, A.W.T, Lam,J.K. S, Lam, R. K. W.,, Ng, W. H., Lee, E. N. L., Lee, V. T. Y, Sze PP, Rajwani R, Fung KSC, To WK, Lee RA, Tsang
DNC, Siu GKH (2018). Comprehensive Evaluation of the MBT STAR-BL Module for Simultaneous Bacterial Identification and beta-Lactamase-
Mediated Resistance Detection in Gram-Negative Rods from Cultured Isolates and Positive Blood Cultures. Front Microbiol, 9, 334.
doi:10.3389/fmicb.2018.00334

[Rahim Rajwani’s contribution: Performed experiment]

3. Rajwani, R., Shehzad, S., & Siu, G. K. H. (2018). MIRU-profiler: a rapid tool for determination of 24-loci MIRU-VNTR profiles from assembled
genomes of Mycobacterium tuberculosis. PeerJ, 6, €5090.




[Rahim Rajwani’s contribution: First author, designed the pipeline, performed experiment, analysed the data and wrote paper]

Rajwani, R., Yam, W. C., Zhang, Y., Kang, Y., Wong, B. K. C., Leung, K. S. S, . .. Siu, G. K. H. (2018). Comparative Whole-Genomic
Analysis of an Ancient L2 Lineage Mycobacterium tuberculosis Reveals a Novel Phylogenetic Clade and Common Genetic Determinants of
Hypervirulent Strains. Frontiers in cellular and infection microbiology, 7(539).

[Rahim Rajwani’s contribution: First author, performed experiment, analysed the data and wrote paper]

Tafess, K., Ng, T.T.L., Lao, H.Y., Leung, K.S.S., Tam, K.K.G., Rajwani, R., Tam, S.T.Y., Ho, L.P.K., Chu, C.M.K., Gonzalez, D. and Sayada,
C., 2020. Targeted-Sequencing Workflows for Comprehensive Drug Resistance Profiling of Mycobacterium tuberculosis Cultures Using Two
Commercial Sequencing Platforms: Comparison of Analytical and Diagnostic Performance, Turnaround Time, and Cost. Clinical Chemistry,
66(6), pp.809-820. [Rahim Rajwani’s contribution: Performed experiment]

Rajwani R, Galata C, Lee AWT, So PK, Leung KSS, Tam KKG, Shehzad S, Ng TTL, Zhu L, Lao HY, Chan CT, Leung JS, Lee LK, Wong KC,
Yam WC, Siu GK. A multi-omics investigation into the mechanisms of hyper-virulence in Mycobacterium tuberculosis. Virulence.
2022;13(1):1088-1100

[Rahim Rajwani’s contribution: First author, performed experiment, analysed the data and wrote paper]

Publications after PhD graduation

7. Rajwani, R., Ohlemacher, S.1., Zhao, G., Liu, H.B. and Bewley, C.A., 2021. Genome-Guided Discovery of Natural Products through

Multiplexed Low-Coverage Whole-Genome Sequencing of Soil Actinomycetes on Oxford Nanopore Flongle. mSystems, 6(6), pp.e01020-21.
[Rahim Rajwani’s contribution: First author, designed the study, performed experiment, analysed the data and wrote paper]
Liu, HB., Davison, J. R., Rajwani, R., Zhao, G., Ohlemacher, S. |, O’Conner, R. D. & Bewley, C.A. 2021. Lentzeacins A-E, New Bacterial-

Derived 2,5- and 2,6-Disubstituted Pyrazines from a BGC-Rich Soil Bacterium Lentzea sp. GA3-008. Molecules, 26, 7197.
[Rahim Rajwani’s contribution: Performed experiment]




2. Ketema TAFESS TULU [Graduated in September 2020]

My role Thesis Title Background Awards Publications Current status
Chief Comprehensive Ethiopia Hong Kong PhD Fellowship Scheme | Published under my | Director and
Supervisor | characterization 2016 supervision Associate
of drug-resistant 1st class honor, . Professor
Mycobacterium Addis  Ababa | (Aninternational highly level 4 published (IF 5.058- 12.167) Institut ¢
s Universit 1st | competitive fellowship scheme) o nstitute 0
tuberculosis using | University ( Key authorship in 3 papers Pharmaceutical
high-throughput rank in Ethiopia) Science, Adama
sequencing _ Published after PhD study Science and
Assistant Technology
professor Arsi 1 published (IF 3.320) University,
University, Ethiopia

Key authorship in 1 paper
Ethiopia

List of publications by Ketema TAFESS TULU (n=5)

Publications during PhD study

1. Tafess K, Ng TT, Lao HY, Leung KS, Tam KK, Rajwani R, Tam ST, Ho LP, Chu CM, Gonzalez D, Sayada C, Ma OC, Belete HN, Ameni G, Yam
WC, Siu GK. Targeted Sequencing Workflows for Comprehensive Drug Resistance Profiling of Mycobacterium tuberculosis cultures using
Illumina MiSeq and Nanopore MinlON: Comparison of analytical and diagnostic performance, turnaround time and cost. Clin Chem.
2020;66(6):809-820.

[Ketema TAFESS TULU'’s contribution: First author, conducted experiment, analysed the data and wrote paper]

2. Haile B, Tafess K, Zewude A, Yenew B, Siu GK, Ameni G. Spoligotyping and drug sensitivity of Mycobacterium tuberculosis isolated from
pulmonary tuberculosis patients in the Arsi Zone of southeastern Ethiopia. New Microbes New Infect. 2019;33:100620.
[Ketema TAFESS TULU'’s contribution: Conducted experiment, analysed the data and wrote paper]




3. Tafess K, Beyen TK, Abera A, Tasew G, Mekit S, Sisay S, Tadesse L, Siu GKH. Treatment Outcomes of Tuberculosis at Asella Teaching
Hospital, Ethiopia: Ten Years' Retrospective Aggregated Data. Front Med (Lausanne). 2018; 5:38.

[Ketema TAFESS TULU’s contribution: First author, conducted experiment, analysed the data and wrote paper]
4. Rajwani R, Yam WC, Zhang Y, Kang Y, Wong BKC, Leung KSS, Tam KKG, Tulu KT, Zhu L, Siu GKH. Comparative Whole-Genomic Analysis

of an Ancient L2 Lineage Mycobacterium tuberculosis Reveals a Novel Phylogenetic Clade and Common Genetic Determinants of Hypervirulent
Strains. Front Cell Infect Microbiol. 2018 ;7:539.

[Ketema TAFESS TULU'’s contribution: Conducted experiment]

Publications after PhD study

5. Tafess K, Beyen TK, Girma S, Girma A, Siu GK. Spatial clustering and genetic diversity of Mycobacterium tuberculosis isolate among
pulmonary tuberculosis suspected patients, Arsi Zone, Ethiopia. BMC Pulm Med. 2021;21(1):206.

[Ketema TAFESS TULU'’s contribution: First & Corresponding author, designed the study, analysed the data and wrote paper]




3. Li ZHU [Graduated in August 2022]

My role Thesis Title Background Awards Publications Current status
Chief Construction of Lux- | China Nominated by Department of HTI for: | Published under my | Lecturer
Supervisor | Based Promoter- supervision
Reporter Platforms 1stclass honor, | = HK Association of University Guang Dong
in Mycobacterium Xinjiang Women (HKAUW) Postgraduate 3 published (IF 3.061-12.167) Medical
Bovis BCG for Medical Scholarship 2018/19 university, China
Screening New Anti- | University, Key authorship in 1 paper
TB drugs China

List of publications by Li ZHU (n=3)

Publications during PhD study

1. Rajwani R, Galata C, Lee AWT, So PK, Leung KSS, Tam KKG, Shehzad S, Ng TTL, Zhu L, Lao HY, Chan CT, Leung JS, Lee LK, Wong KC,
Yam WC, Siu GK. A multi-omics investigation into the mechanisms of hyper-virulence in Mycobacterium tuberculosis. Virulence.
2022;13(1):1088-1100.

[Li ZHU’s contribution: Performed experiment]

2. Zhu L, Lee AW, Wu KK, Gao P, Tam KK, Rajwani R, Chaburte GC, Ng TT, Chan CT, Lao HY, Yam WC, Kao RY, Siu GKH. Screening
Repurposed Antiviral Small Molecules as Antimycobacterial Compounds by a Lux-Based phoP Promoter-Reporter Platform. Antibiotics (Basel).
2022;11(3):369.

[Li ZHU’s contribution: First author, conducted experiment, analysed the data and wrote paper]

3. Rajwani R, Yam WC, Zhang Y, Kang Y, Wong BKC, Leung KSS, Tam KKG, Tulu KT, Zhu L, Siu GK. Comparative Whole-Genomic Analysis of an
Ancient L2 Lineage Mycobacterium tuberculosis Reveals a Novel Phylogenetic Clade and Common Genetic Determinants of Hypervirulent
Strains. Front Cell Infect Microbiol. 2018 ;7:539.

[Li ZHU’s contribution: Performed experiment]




4, Chala GALATA [Graduated in September 2022]

My role Thesis Title Background Awards Publications Current status
Chief Determination of Ethiopia Hong Kong PhD Fellowship Published under my | Post-doctoral
Supervisor functional impacts of Scheme 2018 supervision Fellow in The Hong

differentially
expressed phop
gene on
mycobacterial
virulence in causing
tuberculous
meningitis

1st class honor,
Addis Ababa
University (1%
rank in Ethiopia)

(An international highly level
competitive fellowship scheme)

1 published (IF 5.428)

Key authorship in 1 paper

Kong Polytechnic
University

List of publications by Chala GALATA (n=1)

Publications during PhD study

1. Rajwani R, Galata C (Co-first author), Lee AWT, So PK, Leung KSS, Tam KKG, Shehzad S, Ng TTL, Zhu L, Lao HY, Chan CT, Leung JS, Lee
LK, Wong KC, Yam WC, Siu GK (Corresponding author). A multi-omics investigation into the mechanisms of hyper-virulence in Mycobacterium
tuberculosis. Virulence. 2022;13(1):1088-1100.
[Chala Galata’s contribution: First author, conducted experiment, analysed the data and wrote paper]




5. Timothy Ting-Leung NG [Graduated in 2023]

My role Thesis Title Background Awards Publications Current status
Chief The journey to rapid | Hong Kong - Published under my | Scientific Officer
Supervisor | antibiotic resistance supervision (Medical) in
detection in 2 class honor Agriculture,
upper class, 10 published (IF 2.623.061- | Fisheries and
Mycobacterium Bsc in 19.568) Conservation
tuberculosis with Biochemistry, Department, The
direct sequencing of | Hong Kong Key authorship in 3 papers Government  of
sputum University of Hong Kong SAR
Science and
samples: the Technology
benefits, the (HKUST)
precautions, and the
solution

List of publications by Timothy Ting-Leung NG (n=10)

Publications during PhD study

1. Leung KSS, Tam KKG, Ng TL (Co-first author), Lao HY, Shek RCM, Ma OCK, Yu SH, Chen JX, Han Q, Siu GKH, Yam WC. Clinical utility of

target amplicon sequencing test for rapid diagnosis of drug resistant Mycobacterium tuberculosis from respiratory specimens. Front Microbiol.
2022 (In press).
[Timothy Ting-Leung NG’s contribution: Co-first author, conducted experiment, analysed the data and wrote paper]

. Rajwani R, Galata C, Lee AWT, So PK, Leung KSS, Tam KKG, Shehzad S, Ng TTL, Zhu L, Lao HY, Chan CT, Leung JS, Lee LK, Wong KC,
Yam WC, Siu GK. A multi-omics investigation into the mechanisms of hyper-virulence in Mycobacterium tuberculosis. Virulence.
2022;13(1):1088-1100.

[Timothy Ting-Leung NG’s contribution: conducted experiment]

. Zhu L, Lee AW, Wu KK, Gao P, Tam KK, Rajwani R, Chaburte GC, Ng TT, Chan CT, Lao HY, Yam WC, Kao RY, Siu GKH. Screening
Repurposed Antiviral Small Molecules as Antimycobacterial Compounds by a Lux-Based phoP Promoter-Reporter Platform. Antibiotics
(Basel). 2022;11(3):369.

[Timothy Ting-Leung NG’s contribution: conducted experiment]




. Chan CTM, Leung JSL, Lee LK, Lo HWH, Wong WYK, Wong DSH, Ng TTL, Lao HY, Lu KK, Jim SHC, Yau MCY, Lam JYW, Ho AYM, Luk KS,
Yip KT, Que TL, To KKW, Siu GKH. A low-cost TagMan minor groove binder probe-based one-step RT-gPCR assay for rapid identification of
N501Y variants of SARS-CoV-2. J Virol Methods. 2022 ;299:114333.

[Timothy Ting-Leung NG’s contribution: conducted experiment]

. Lao HY, Ng TTL, Wong RYL, Wong CST, Lee LK, Wong DSH, Chan CTM, Jim SHC, Leung JSL, Lo HWH, Wong ITF, Yau MCY, Lam JYW,
Wu AKL, Siu GKH. The Clinical Utility of Two High-Throughput 16S rRNA Gene Sequencing Workflows for Taxonomic Assignment of
Unidentifiable Bacterial Pathogens in Matrix-Assisted Laser Desorption lonization—-Time of Flight Mass Spectrometry. J Clin Microbiol .
2022;60(1):e0176921.

[Timothy Ting-Leung NG’s contribution: 2" author, conducted experiment, analysed the data]

. Mok BW, Liu H, Deng S, Liu J, Zhang AJ, Lau SY, Liu S, Tam RC, Cremin CJ, Ng TT, Leung JS, Lee LK, Wang P, To KK, Chan JF, Chan KH,
Yuen KY, Siu GK, Chen H. Low dose inocula of SARS-CoV-2 Alpha variant transmits more efficiently than earlier variants in hamsters.
Commun Biol. 2021;4(1):1102.

[Timothy Ting-Leung NG’s contribution: conducted experiment]

. Siu GK, Lee LK, Leung KS, Leung JS, Ng TT, Chan CT, Tam KK, Lao HY, Wu AK, Yau MC, Lai YW, Fung KS, Chau SK, Wong BK, To WK,
Luk K, Ho AY, Que TL, Yip KT, Yam WC, Shum DH, Yip SP. Will a new clade of SARS-CoV-2 imported into the community spark a fourth
wave of the COVID-19 outbreak in Hong Kong? Emerg Microbes Infect. 2020;9(1):2497-2500.

[Timothy Ting-Leung NG’s contribution: conducted experiment and analysed the data]

. Leung KSS, Ng TTL, Wu AKL, Yau MCY, Lao HY, Choi MP, Tam KKG, Lee LK, Wong BKC, Ho AYM, Yip KT, Lung KC, Liu RWT, Tso EYK,
Leung WS, Chan MC, Ng YY, Sin KM, Fung KSC, Chau SKY, To WK, Que TL, Shum DHK, Yip SP, Yam WC, Siu GK. A Territorywide Study of
Early Coronavirus Disease Outbreak, Hong Kong, China. Emerg Infect Dis. 2021;27(1):196-204.

[Timothy Ting-Leung NG’s contribution: 2" author, conducted experiment, analysed the data]

. Tafess K, Ng TT, Lao HY, Leung KS, Tam KK, Rajwani R, Tam ST, Ho LP, Chu CM, Gonzalez D, Sayada C, Ma OC, Belete HN, Ameni G,
Yam WC,. Targeted Sequencing Workflows for Comprehensive Drug Resistance Profiling of Mycobacterium tuberculosis cultures using
Ilumina MiSeq and Nanopore MinlION: Comparison of analytical and diagnostic performance, turnaround time and cost. Clin Chem.
2020;66(6):809-820.

[Timothy Ting-Leung NG’s contribution: 2" author, conducted experiment, analysed the data]

10.Yip CC, Chan WM, Ip JD, Seng CW, Leung KH, Poon RW, Ng AC, Wu WL, Zhao H, Chan KH, Siu GK, Ng TT, Cheng VC, Kok KH, Yuen KY,

To KK. Nanopore Sequencing Reveals Novel Targets for Detection and Surveillance of Human and Avian Influenza A Viruses. J Clin
Microbiol. 2020;58(5).
[Timothy Ting-Leung NG’s contribution: conducted experiment]




6. Hiu Yin LAO [Ongoing]

My role Thesis Title Background Awards Publications Current status
Chief Development of Hong Kong - Published under my | Ongoing PhD
Supervisor | rapid sequencing supervision study

platform for
microbial
identification and
drug resistance
detection from
infected body fluids

1st class honor
upper class,

Bsc in
Biochemistry,
Hong Kong

University of
Science and
Technology
(HKUST)

8 published (IF 2.623.061-
19.568)

Key authorship in 1 paper

End of normal
period: 31 Dec
2023

List of publications by Hiu Yin LAO (n=8)

Publications during PhD study

1. Leung KSS, Tam KKG, Ng TL, Lao HY, Shek RCM, Ma OCK, Yu SH, Chen JX, Han Q, Siu GKH, Yam WC. Clinical utility of target amplicon
sequencing test for rapid diagnosis of drug resistant Mycobacterium tuberculosis from respiratory specimens. Front Microbiol. 2022 (In

press).

[Hiu Yin LAO’s contribution: conducted experiment]

2. Rajwani R, Galata C, Lee AWT, So PK, Leung KSS, Tam KKG, Shehzad S, Ng TTL, Zhu L, Lao HY, Chan CT, Leung JS, Lee LK, Wong KC,
Yam WC, Siu GK. A multi-omics investigation into the mechanisms of hyper-virulence in Mycobacterium tuberculosis. Virulence.
2022;13(1):1088-1100.
[Hiu Yin LAO’s contribution: conducted experiment]

3. Zhu L, Lee AW, Wu KK, Gao P, Tam KK, Rajwani R, Chaburte GC, Ng TT, Chan CT, Lao HY, Yam WC, Kao RY, Siu GKH. Screening
Repurposed Antiviral Small Molecules as Antimycobacterial Compounds by a Lux-Based phoP Promoter-Reporter Platform. Antibiotics
(Basel). 2022;11(3):369.
[Hiu Yin LAO’s contribution: conducted experiment]




4. Chan CTM, Leung JSL, Lee LK, Lo HWH, Wong WYK, Wong DSH, Ng TTL, Lao HY, Lu KK, Jim SHC, Yau MCY, Lam JYW, Ho AYM, Luk KS,
Yip KT, Que TL, To KKW, Siu GKH. A low-cost TagMan minor groove binder probe-based one-step RT-gPCR assay for rapid identification of
N501Y variants of SARS-CoV-2. J Virol Methods. 2022 ;299:114333.

[Hiu Yin LAO’s contribution: conducted experiment]

5. Lao HY, Ng TTL, Wong RYL, Wong CST, Lee LK, Wong DSH, Chan CTM, Jim SHC, Leung JSL, Lo HWH, Wong ITF, Yau MCY, Lam JYW,
Wu AKL, Siu GKH. The Clinical Utility of Two High-Throughput 16S rRNA Gene Sequencing Workflows for Taxonomic Assignment of
Unidentifiable Bacterial Pathogens in Matrix-Assisted Laser Desorption lonization—-Time of Flight Mass Spectrometry. J Clin Microbiol .
2022;60(1):e0176921.

[Hiu Yin LAO’s contribution: First author, conducted experiment, analysed the data and wrote paper]

6. Siu GK, Lee LK, Leung KS, Leung JS, Ng TT, Chan CT, Tam KK, Lao HY, Wu AK, Yau MC, Lai YW, Fung KS, Chau SK, Wong BK, To WK,
Luk K, Ho AY, Que TL, Yip KT, Yam WC, Shum DH, Yip SP. Will a new clade of SARS-CoV-2 imported into the community spark a fourth
wave of the COVID-19 outbreak in Hong Kong? Emerg Microbes Infect. 2020;9(1):2497-2500.

[Hiu Yin LAO’s contribution: conducted experiment]

7. Leung KSS, Ng TTL, Wu AKL, Yau MCY, Lao HY, Choi MP, Tam KKG, Lee LK, Wong BKC, Ho AYM, Yip KT, Lung KC, Liu RWT, Tso EYK,
Leung WS, Chan MC, Ng YY, Sin KM, Fung KSC, Chau SKY, To WK, Que TL, Shum DHK, Yip SP, Yam WC, Siu GK. A Territorywide Study of
Early Coronavirus Disease Outbreak, Hong Kong, China. Emerg Infect Dis. 2021;27(1):196-204.

[Hiu Yin LAO’s contribution: conducted experiment]

Publications before PhD study

8. Tafess K, Ng TT, Lao HY, Leung KS, Tam KK, Rajwani R, Tam ST, Ho LP, Chu CM, Gonzalez D, Sayada C, Ma OC, Belete HN, Ameni G,
Yam WC,. Targeted Sequencing Workflows for Comprehensive Drug Resistance Profiling of Mycobacterium tuberculosis cultures using
lllumina MiSeq and Nanopore MinlON: Comparison of analytical and diagnostic performance, turnaround time and cost. Clin Chem.
2020;66(6):809-820.

[Hiu Yin LAO’s contribution: conducted experiment, analysed the data]




7. Lam Kwong LEE [Ongoing]

My role Thesis Title Background Awards Publications Current status
Chief Whole-genome Hong Kong - Published under my | Ongoing PhD
Supervisor | sequencing of COVID- supervision study

19 cases in Hong Kong:

Development of a geo-
phylogenetic database
and characterisation of
SARS-CoV-2 variants
circulating in the
community

2" class honor lower
class, Bsc in Medical
Laboratory Science,
The Hong Kong
Polytechnic
University (PolyU)

12 published (IF 2.623-20.999)

Key authorship in 1 paper

End of normal
period: 31 Aug
2024

List of publications by Lam Kwong LEE (n=12)

Publications during PhD study

1. Rajwani R, Galata C, Lee AWT, So PK, Leung KSS, Tam KKG, Shehzad S, Ng TTL, Zhu L, Lao HY, Chan CT, Leung JS, Lee LK, Wong KC, Yam
WC, Siu GK. A multi-omics investigation into the mechanisms of hyper-virulence in Mycobacterium tuberculosis. Virulence. 2022;13(1):1088-1100.
[Lam Kwong LEE ’s contribution: conducted experiment]

2. Kok KH, Wong SC, Chan WM, Wen L, Chu AW, Ip JD, Lee LK, Wong IT, Lo HW, Cheng VC, Ho AY, Lam BH, Tse H, Lung D, Ng KNH, Au AK, Siu
GK, Yuen KY. Co-circulation of two SARS-CoV-2 variant strains within imported pet hamsters in Hong Kong. Emerg Microbes Infect. 2022;11(1):689-

698

[Lam Kwong LEE ’s contribution: conducted experiment]

3. Wong RC, Wong AH, Ho YI, Siu GK, Lee LK, Leung EC, Lai RW. Application of digital PCR to determine the reliability of Xpert Xpress SARS-CoV-2
assay with envelope (E) gene negative and nucleocapsid (N2) gene positive results. Diagn Microbiol Infect Dis. 2022;103(4):115726.
[Lam Kwong LEE ’s contribution: conducted experiment]

. Chan JF, Siu GK, Yuan S, Ip JD, Cai JP, Chu AW, Chan WM, Abdullah SMU, Luo C, Chan BP, Yuen TT, Chen LL, Chik KK, Liang R, Cao H, Man
Poon VK, Chan CC, Leung KH, Tam AR, Tsang OT, Chan JM, To WK, Lam BH, Lee LK, Lo HW, Wong IT, Leung JS, Wong EY, Chu H, Yip CC,
Cheng VC, Chan KH, Tse H, Lung DC, Ng KH, Au AK, Hung IF, Yuen KY, To KK. Probable Animal-to-Human Transmission of SARS-CoV-2 Delta
Variant AY.127 Causing a Pet Shop-Related COVID-19 Outbreak in Hong Kong. Clin Infect Dis. 2022 ;ciac171




[Lam Kwong LEE ’s contribution: conducted experiment]

5. Chan CTM, Leung JSL, Lee LK, Lo HWH, Wong WYK, Wong DSH, Ng TTL, Lao HY, Lu KK, Jim SHC, Yau MCY, Lam JYW, Ho AYM, Luk KS, Yip KT,
Que TL, To KKW, Siu GKH. A low-cost TagMan minor groove binder probe-based one-step RT-qPCR assay for rapid identification of N501Y variants
of SARS-CoV-2. J Virol Methods. 2022 ;299:114333.
[Lam Kwong LEE ’s contribution: conducted experiment, analysed the data ]

6. Lao HY, Ng TTL, Wong RYL, Wong CST, Lee LK, Wong DSH, Chan CTM, Jim SHC, Leung JSL, Lo HWH, Wong ITF, Yau MCY, Lam JYW, Wu AKL,
Siu GKH. The Clinical Utility of Two High-Throughput 16S rRNA Gene Sequencing Workflows for Taxonomic Assignment of Unidentifiable Bacterial
Pathogens in Matrix-Assisted Laser Desorption lonization—Time of Flight Mass Spectrometry. J Clin Microbiol . 2022;60(1):e0176921.

[Lam Kwong LEE ’s contribution: conducted experiment]

7. Wong RCW, Lee MK, Siu GK, Lee LK, Leung JSL, Leung ECM, Ho YLL, Lai RWM. Healthcare workers acquired COVID-19 disease from patients? An
investigation by phylogenomics. J Hosp Infect. 2021;S0195-6701(21).
[Lam Kwong LEE ’s contribution: conducted experiment, analysed the data]

8. Mok BW, Liu H, Deng S, Liu J, Zhang AJ, Lau SY, Liu S, Tam RC, Cremin CJ, Ng TT, Leung JS, Lee LK, Wang P, To KK, Chan JF, Chan KH, Yuen
KY, Siu GK, Chen H. Low dose inocula of SARS-CoV-2 Alpha variant transmits more efficiently than earlier variants in hamsters. Commun Biol.
2021;4(1):1102.

[Lam Kwong LEE ’s contribution: conducted experiment]

9. Cheng VCC, Fung KSC, Siu GKH, Wong SC, Cheng LSK, Wong MS, Lee LK, Chan WM, Chau KY, Leung JSL, Chu AWH, Chan WS, Lu KK, Tam
KKG, Ip JD, Leung KSS, Lung DC, Tse H, To KKW, Yuen KY. Nosocomial outbreak of COVID-19 by possible airborne transmission leading to a
superspreading event. Clin Infect Dis. 2021;73(6):e1356-e136
[Lam Kwong LEE ’s contribution: conducted experiment, analysed the data]

10.Cheng VCC, Wong SC, Au AKW, Ng CSF, Chen H, Xin L, Lee LK, Leung JSL, Lu KK, Lo HWH, Wong EYK, Luk S, Lam BHS, To WK, Lee RA, Lung
DC, Kwan MYW, Tse H, Chuang SK, To KKW, Yuen KY. Complementation of contact tracing by mass testing for successful containment of beta
COVID-19 variant (SARS-CoV-2 VOC B.1.351) epidemic in Hong Kong. Lancet Reg Health West Pac. 2021;17:10028
[Lam Kwong LEE ’s contribution: conducted experiment, analysed the data]

11.Siu GK, Lee LK, Leung KS, Leung JS, Ng TT, Chan CT, Tam KK, Lao HY, Wu AK, Yau MC, Lai YW, Fung KS, Chau SK, Wong BK, To WK, Luk K, Ho
AY, Que TL, Yip KT, Yam WC, Shum DH, Yip SP. Will a new clade of SARS-CoV-2 imported into the community spark a fourth wave of the COVID-19
outbreak in Hong Kong? Emerg Microbes Infect. 2020;9(1):2497-2500.
[Lam Kwong LEE ’s contribution: Co-first author, conducted experiment, analysed the data and wrote paper]

12.Leung KSS, Ng TTL, Wu AKL, Yau MCY, Lao HY, Choi MP, Tam KKG, Lee LK, Wong BKC, Ho AYM, Yip KT, Lung KC, Liu RWT, Tso EYK, Leung
WS, Chan MC, Ng YY, Sin KM, Fung KSC, Chau SKY, To WK, Que TL, Shum DHK, Yip SP, Yam WC, Siu GK. A Territorywide Study of Early
Coronavirus Disease Outbreak, Hong Kong, China. Emerg Infect Dis. 2021;27(1):196-204.
[Lam Kwong LEE ’s contribution: conducted experiment]




8. Ivan Tak Fai WONG [Ongoing]

My role Thesis Title Background Awards Publications Current status
Chief Development of a Hong Kong Hong Kong PhD Fellowship Published under my | Ongoing PhD
Supervisor | geo-phylogenetic Scheme 2021 supervision study

database and 1st class honor, Bsc in

characterisation of Medical Laboratory | (An international highly level 3 published (IF 2.623.061- | End of normal

foodborne Science, The Hong competitive fellowship scheme) 19.568) period: 31 Aug

antimicrobial resistant | Kong Polytechnic 2025

organisms in Hong University (PolyU)

Kong

List of publications by Ivan Tak Fai WONG (n=3)

Publications before PhD study

1. Kok KH, Wong SC, Chan WM, Wen L, Chu AW, Ip JD, Lee LK, Wong IT, Lo HW, Cheng VC, Ho AY, Lam BH, Tse H, Lung D, Ng KNH, Au AK, Siu
GK, Yuen KY. Co-circulation of two SARS-CoV-2 variant strains within imported pet hamsters in Hong Kong. Emerg Microbes Infect. 2022;11(1):689-
698.

[lvan Tak Fai WONG ’s contribution: conducted experiment and analyzed data]

2. Chan CTM, Leung JSL, Lee LK, Lo HWH, Wong WYK, Wong DSH, Ng TTL, Lao HY, Lu KK, Jim SHC, Yau MCY, Lam JYW, Ho AYM, Luk KS, Yip KT,
Que TL, To KKW, Siu GKH. A low-cost TagMan minor groove binder probe-based one-step RT-qPCR assay for rapid identification of N501Y variants
of SARS-CoV-2. J Virol Methods. 2022 ;299:114333.
[Ilvan Tak Fai WONG ’s contribution: conducted experiment]

3. Lao HY, Ng TTL, Wong RYL, Wong CST, Lee LK, Wong DSH, Chan CTM, Jim SHC, Leung JSL, Lo HWH, Wong ITF, Yau MCY, Lam JYW, Wu AKL,
Siu GKH. The Clinical Utility of Two High-Throughput 16S rRNA Gene Sequencing Workflows for Taxonomic Assignment of Unidentifiable Bacterial
Pathogens in Matrix-Assisted Laser Desorption lonization—Time of Flight Mass Spectrometry. J Clin Microbiol . 2022;60(1):e0176921.

[ Ivan Tak Fai WONG ’s contribution: conducted experiment]




9. Chloe Toi Mei CHAN [Ongoing]
My role Thesis Title Background Awards Publications Current status
Chief Establishment of Hong Kong - Published under my | Ongoing PhD
Supervisor | metagenomic map of supervision
urban microbiomes Upper 2" class honor, End of normal
and antimicrobial Bsc in Pharmacology, 5 published (IF 2.623.061- | period: 31 Aug
resistance in Hong King’'s College London 19.568) 2025
Kong (KCL, UK)

Key authorship in 1 paper

List of publications by Chloe Toi Mei CHAN (n=5)

Publications before PhD study

1.

3.

Rajwani R, Galata C, Lee AWT, So PK, Leung KSS, Tam KKG, Shehzad S, Ng TTL, Zhu L, Lao HY, Chan CT, Leung JS, Lee LK, Wong KC, Yam
WC, Siu GK. A multi-omics investigation into the mechanisms of hyper-virulence in Mycobacterium tuberculosis. Virulence. 2022;13(1):1088-1100.
[Chloe Toi Mei CHAN’s contribution: conducted experiment]

Zhu L, Lee AW, Wu KK, Gao P, Tam KK, Rajwani R, Chaburte GC, Ng TT, Chan CT, Lao HY, Yam WC, Kao RY, Siu GKH. Screening Repurposed
Antiviral Small Molecules as Antimycobacterial Compounds by a Lux-Based phoP Promoter-Reporter Platform. Antibiotics (Basel). 2022;11(3):369.
[Chloe Toi Mei CHAN'’s contribution: conducted experiment]

Chan CTM, Leung JSL, Lee LK, Lo HWH, Wong WYK, Wong DSH, Ng TTL, Lao HY, Lu KK, Jim SHC, Yau MCY, Lam JYW, Ho AYM, Luk KS, Yip KT,
Que TL, To KKW, Siu GKH. A low-cost TagMan minor groove binder probe-based one-step RT-qPCR assay for rapid identification of N501Y variants
of SARS-CoV-2. J Virol Methods. 2022 ;299:114333.

[Chloe Toi Mei CHAN'’s contribution: First author, conducted experiment, analysed the data and wrote paper ]

Lao HY, Ng TTL, Wong RYL, Wong CST, Lee LK, Wong DSH, Chan CTM, Jim SHC, Leung JSL, Lo HWH, Wong ITF, Yau MCY, Lam JYW, Wu AKL,
Siu GKH. The Clinical Utility of Two High-Throughput 16S rRNA Gene Sequencing Workflows for Taxonomic Assignment of Unidentifiable Bacterial
Pathogens in Matrix-Assisted Laser Desorption lonization—Time of Flight Mass Spectrometry. J Clin Microbiol . 2022;60(1):e0176921.

[Chloe Toi Mei CHAN’s contribution: conducted experiment]




5. Siu GK, Lee LK, Leung KS, Leung JS, Ng TT, Chan CT, Tam KK, Lao HY, Wu AK, Yau MC, Lai YW, Fung KS, Chau SK, Wong BK, To WK, Luk K, Ho
AY, Que TL, Yip KT, Yam WC, Shum DH, Yip SP. Will a new clade of SARS-CoV-2 imported into the community spark a fourth wave of the COVID-19
outbreak in Hong Kong? Emerg Microbes Infect. 2020;9(1):2497-2500.

[Chloe Toi Mei CHAN'’s contribution: conducted experiment]




RESEARCH IMPACT

(1) COVID-19 research

Prof. SIU has developed a new library preparation method for nanopore sequencing that enables
rapid and accurate monitoring of COVID-19 transmission. With this new method, the entire genome
of SARS-CoV-2 can be accurately detected within 8 hours, a significant improvement over
conventional sequencing methods that typically take 72 hours. To minimize the delays caused
sample delivery and referral, Prof. SIU has personally travelled to the different public hospitals and
community test centres to collect freshly-collected samples himself throughout the entire COVID-19
epidemic. His research team has also been working tirelessly around the clock to deliver the
genomic information as soon as possible. The rapid viral genome sequencing technique has played
an important role in identifying and stopping transmission chains of COVID-19 in Hong Kong,
providing scientific support for the government's anti-pandemic measures.

Identifying transmission chains

In February 2020, during the first wave of the outbreak, Prof. SIU used whole viral genome
sequencing to identify the source patient of the Buddha worship hall super-spreader event. His work,
which was published in Emerging Infectious Diseases (IF:11.8), demonstrated for the first time
that an asymptomatic carrier of SARS-CoV-2 could be the source of a community outbreak,
highlighting the importance of testing all close contacts of a COVID-19 case, regardless of whether
they had symptoms (Related News).

In April 2021, Prof. SIU’s team used phylogenomic analysis to identify the transmission link between
Filipino domestic helpers and an Indian businessman who had travelled from Dubai and tested
positive for a SARS-CoV-2 variant of concern (B.1.351, Beta variant). His work enabled the
Government to trace the entire transmission chain in 24 hours, preventing the further spread
of this variant in the community. The study was published in Lancet Regional Health-Western
Pacific (IF: 7.1) (Related News) .

Later in June 2021, Prof. SIU’s research team uncovered the first local case of the Delta variant and
showed the case was infected by inbound travellers from Indonesia. The team reported its
sequencing analysis to Centre of Health Protection (CHP), enabling it to identify the source of
infection (Related News).

Closing the loopholes

During the summer of 2020, Hong Kong experienced its third wave of COVID-19 outbreak. Prof. SIU
identified a new SARS-CoV-2 lineage (B.1.1.63) in multiple local cases. The viral genome was
identical to those isolated from aircrew and sailors who were exempted from compulsory quarantine,
suggesting that they were the source of local outbreak. With the support of his genomic
sequencing findings, the government suspended unrestricted crew changes to avoid further
introduction of import cases to the community. The achievement was widely covered by many
TV and paper media in press releases and interviews arranged by PolyU (Related Video News).

In October 2020, which marked the beginning of the fourth wave of COVID-10 outbreak, Prof.SIU
discovered that locally acquired cases were phylogenetically identical to a recently imported cases
from Nepal, who had been quarantine in a hotel for 14 days. Prof. SIU personally conducted on-site
investigations in that hotel and identified that, although electronic wristbands were arranged to
monitor travelers' locations during the 14-day compulsory quarantine, visitors were still able to visit
travelers in their hotel rooms. This finding led his team to raise the possibility that the next wave
could be set off if loopholes were not closed (Related News). His study was timely published in


https://wwwnc.cdc.gov/eid/article/27/1/20-1543_article
https://www.hk01.com/%E7%A4%BE%E6%9C%83%E6%96%B0%E8%81%9E/460816/%E6%96%B0%E5%86%A0%E8%82%BA%E7%82%8E-%E7%A6%8F%E6%85%A7%E7%B2%BE%E8%88%8D%E4%BD%8F%E6%8C%81%E9%81%8A%E5%B3%A8%E7%9C%89%E5%B1%B1%E8%BF%94%E6%B8%AF-%E7%90%86%E5%A4%A7%E7%97%85%E6%AF%92%E5%9F%BA%E5%9B%A0%E5%88%86%E6%9E%90%E8%AD%89%E5%82%B318%E4%BA%BA
https://www.thelancet.com/journals/lanwpc/article/PIIS2666-6065(21)00190-5/fulltext
https://www.thelancet.com/journals/lanwpc/article/PIIS2666-6065(21)00190-5/fulltext
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Emerging Microbes & Infections (IF: 13.2). Prof. SIU’s lab was the first team in Hong Kong to
publicly raise the alarm about loopholes in the city’s home and hotel quarantine
arrangements and the unexpectedly high rate of false negative COVID-19 test results at the
city’s airport (Related News). In a private meeting with the Secretary for Food and Health
(Professor Sophie Chan), he proposed that inbound travellers undergoing the 14-day compulsory
guarantine should do so only in designated hotels for quarantine with visitors barred. The
Government took the advice and established designated quarantine hotels in December 2020.

Investigating hospital outbreaks

In December 2020, the United Christian Hospital experienced a large outbreak of SARS-CoV-2 in a
palliative care and medicine ward. Later in January 2021, two healthcare workers from North District
Hospital tested positive after taking care of COVID-19 patients. In both cases, Prof. SIU conducted
genome analysis, enabling the hospitals to trace the transmission chain and prevent further cases.
The findings of the two studies were published in Clinical Infectious Diseases (IF: 11.8) and Journal
of Hospital Infection (IF: 6.9) respectively. Prof. SIU continues to collaborate with Hospital Authority
to provide genomic sequencing support for investigating hospital outbreaks and establishing infection
control measures in public hospitals against COVID-19.

The world'’s first study to identify hamster-to-human transmission

During the 5" wave of COVID-19, Prof. SIU collaborated with the CHP and HKU in investigating a
pet shop outbreak of SARS-CoV-2. They identified two SARS-CoV-2 variants, namely European
B.1.258 strains and Delta variant AY.127 strains, in dwarf hamsters imported from the Netherlands.
Their sequencing data further confirmed that the Delta variant AY.127 strains identified in the
hamsters were phylogenetically related to some of the recent local cases. These findings were
published in Clinical Infectious Diseases (IF: 11.8). This study was the first in the world to report
hamster-to-human transmission, indicating the importance of testing imported pet animals
susceptible to SARS-CoV-2 to prevent future outbreaks (Related News).

Establishment of phylogeographic database for real-time surveillance of COVID-19 in Hong Kong

Under the leadership of Prof. SIU, his laboratory has sequenced over 10,000 COVID-19 cases,
providing valuable insights into the transmission dynamics of the virus. To better monitor viral
transmission in the community, he established a phylogeographic database of COVID-19 in Hong
Kong (https://nextstrain.org/groups/ncovHK/ncov/Overview?p=full). The database integrates genetic
epidemiology and geographic information systems to illustrate the spatial distribution of different
SARS-CoV-2 variants in the city.

During the early stage of the 5" wave, the database enabled real-time tracking of four different
transmission chains attributed to Delta AY.127, Omicron BA.1 and BA.2 variants, respectively, in the
community. The data successfully helped the government to suppress transmissions
originating from aircrews and to identify the source of the outbreak in Kwai Chung Estate
(Related News & Related video news). The government acknowledged the contribution of
PolyU almost every day in government’s daily press conferences.

Prof. SIU's excellent research on COVID-19 has been recognized by the Government, which
presented him with an Outstanding Project Team on COVID-19 Research Award (Press Release
from the Government).



https://www.tandfonline.com/doi/full/10.1080/22221751.2020.1851146
https://hk.news.yahoo.com/%E7%90%86%E5%A4%A7-%E8%BF%91%E5%85%A9%E5%80%8B%E6%9C%88%E8%BC%B8%E5%85%A5%E5%80%8B%E6%A1%88%E6%9C%80%E5%B0%9127-%E6%9C%AA%E5%9C%A8%E6%A9%9F%E5%A0%B4%E6%AA%A2%E6%B8%AC%E8%A2%AB%E7%99%BC%E7%8F%BE-084002013.html?guccounter=1&guce_referrer=aHR0cHM6Ly93d3cuZ29vZ2xlLmNvbS8&guce_referrer_sig=AQAAAHrg6Xn54_aAIAqIurMSDLhXfTv9lgAPj5Uiu1KC-000t_hFvvRUKWspiXWGNnkfknlrk_LnKi6iNa1y7izXb2MCfYlTKYOUsAENFd5R0gV8dW_j2j8VHlAKQmRrTayKTdrm8ZMXG_I5R23SGiQjS9F48DCUP-H3RGaxYxs0cRfG
https://academic.oup.com/cid/article/73/6/e1356/6225253?login=false
https://www.journalofhospitalinfection.com/article/S0195-6701(21)00221-8/fulltext
https://www.journalofhospitalinfection.com/article/S0195-6701(21)00221-8/fulltext
https://academic.oup.com/cid/article/75/1/e76/6541148?login=false
https://www.wenweipo.com/epaper/view/newsDetail/1483493025765265408.html
https://nextstrain.org/groups/ncovHK/ncov/Overview?p=full
https://www.hk01.com/%E7%A4%BE%E6%9C%83%E6%96%B0%E8%81%9E/726762/%E8%95%AD%E5%82%91%E6%81%92%E6%8C%87%E7%BE%8E%E5%AD%9A%E5%B9%BC%E5%B8%AB-%E6%88%96%E9%9D%9E%E6%96%BC%E6%B8%AF%E9%90%B5%E7%AB%99%E9%9A%A7%E9%81%93%E6%9F%93%E7%96%AB-%E6%96%99%E4%B9%9D%E9%BE%8D%E8%A5%BF%E6%9C%89%E5%A4%9A%E6%A2%9D%E5%82%B3%E6%92%AD%E9%8F%88
https://tw.tv.yahoo.com/video/%E8%95%AD%E5%82%91%E6%81%92%E6%96%99%E4%B9%9D%E9%BE%8D%E8%A5%BF%E5%AD%98%E5%A4%A7%E9%87%8F%E5%82%B3%E6%92%AD%E9%8F%88-%E5%A5%B3%E6%95%99%E5%B8%AB%E6%9C%AA%E5%BF%85%E5%9B%A0-9%E7%A7%92%E7%9B%B8%E9%81%87-%E4%B8%AD%E6%8B%9B-084313343.html
https://www.info.gov.hk/gia/general/202111/23/P2021112300465.htm
https://www.info.gov.hk/gia/general/202111/23/P2021112300465.htm

(@)

3)

Technology transfer to public hospitals

The import of the Omicron variant sparked the 5t wave of outbreak in Hong Kong in January 2022,
presenting an unprecedented challenge to the city's public healthcare system. Prof. SIU’s laboratory
collaborated closely with the Hospital Authority (HA) to provide timely scientific support for
investigating nosocomial outbreaks in public hospitals against COVID-19.

Prof. SIU generously shared the sequencing protocol and downstream bioinformatic analysis
method with various public hospitals and even provided on-site training to clinical staff. By
adopting nanopore sequencing technology, hospitals under HA can independently handle genomic
analysis for their COVID-19 cases and conduct timely investigations of suspected hospital-acquired
infections.

As of September 2022, Prof. SIU’s team has helped identify 29 episodes of HAIs in public hospitals
involving 125 patients and 53 staff. This is crucial for establishing precise infection control measures
in hospitals to halt further spread and avoid large-scale nosocomial outbreaks.

The impact of the technology transfer was appreciated by the Chief of Service and Consultant
Microbiologist of Department of Clinical Pathology of Pamela Youde Nethersole Eastern Hospital.

Investigation of urban outbreak of melioidosis in Hong Kong

In 2022, there were 46 recorded cases of melioidosis infection in Hong Kong, with 30 of those cases
occurring in the Sham Shui Po and Shek Kip Mei areas between August and December. In response
to the sudden upsurge in cases, Prof. SIU collaborated with the Kowloon West Cluster of the
Hospital Authority to investigate the outbreak. On August 15, 2022, five days after Typhoon Mulan
hit Hong Kong, Prof SIU's team conducted an on-site investigation near Pak Tin Estate. They
collected an air sample from a construction site, which tested positive for Burkholderia pseudomallei,
the bacteria responsible for melioidosis. B. pseudomallei mainly resides in deep soil. This was the
first study to report the presence of this bacterial pathogen in the air after a storm. Whole-
genome sequencing confirmed that the bacteria isolated from the air sample showed high genomic
similarity to the clinical cases in the Shum Shui Po district, both belonging to the novel sequence
type ST-1996. This provided direct evidence to support inhalation as the route of transmission during
severe weather events. Inhalational melioidosis was also supported by circumstantial clinical
evidence, where 72% of melioidosis patients in Shum Shui Po developed pneumonia. The study was
published in Emerging Microbes and Infections.

Prof. SIU’s findings were timely reported to the CHP, which immediately disinfected the construction
site. As a result of his study, public hospitals have modified their routine microbiological practices to
include specific B. pseudomallei cultures for patients presenting with severe community-acquired
pneumonia or those with risk factors such as diabetes mellitus after extreme weather events
(Related News).

To determine the source of the infection, Prof. SIU worked with the Sham Shui Po District Office of
the Home Affairs Department and the Water Service Department to conduct a more extensive
environmental investigation. They collected over 300 soil and air samples from fresh water service
reservoirs, construction sites, Garden Hill, Shek Kip Mei Park and gardening areas in the district. The
sampling was mostly conducted on rainy days, and collection sites extended up to the hills and down
into the drainages. After much effort, they isolated the bacteria from multiple samples collected from
an illegal farm at Garden Hill, indicating that the site was the reservoir of the causative agent. Prof.
SIU immediately reported the result to the CHP and the District Office. The farm was removed by the
Land Department in March 2023, preventing the next community outbreak during the upcoming
typhoon season. Prof. SIU’s dedication in tracing the source of the outbreak was appreciated by the
District Officer, Mr. Paul Wong.

Territory-wide surveillance of Antimicrobial Resistant (AMR) Microorganisms in Food

Prof. SIU’s expertise in microbial genomics has attracted official collaboration with the Hong Kong
government for the surveillance of infectious agents. From January 2022 to December 2023, Prof.
SIU’s team has been working with the Food and Environmental Hygiene Department (FEHD) to
monitor the frequency and geographic distribution of antimicrobial resistant (AMR) bacteria in
local and imported raw meats and ready-to-eat food samples in Hong Kong.

Over 3,000 food samples undergo genomic sequencing to study the genetic dynamics of foodborne
AMR in the community and their association with the pathogenic strains isolated in hospitals. Prof.
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SIU has established a website that provides a real-time surveillance of foodborne AMR in Hong
Kong, raising public awareness of the health risks posed by AMR in local and imported foods
across different districts in Hong Kong. The website can be assessed using the URL as below:

(https://public.tableau.com/app/profile/hk.amr/viz/5th_Report Tableau Ver4 0/AMRSurveillanceStor

y?publish=yes )

Development of sequencing test for diagnosis of acute and highly infectious diseases

Rapid identification of pathogens from infected body fluids is essential for informing clinical
interventions and administrating appropriately targeted antibiotics. However, timely and accurate
diagnosis remains difficult due to the long turnaround time of conventional culture-based methods (>
72 hours). With the support of the Health and Medical Research Fund, Prof. SIU's team developed a
rapid sequencing method that enables the detection of nearly all bacterial pathogens in a 6-hour
turnaround time, revolutionizing the standard-of-care clinical laboratory testing for infected body
fluids.

In August 2022, Prof. SIU's team provided on-site training at Princess Margaret Hospital, the
Infectious Disease Centre of the Hospital Authority, to disseminate the sequencing protocol and
downstream bioinformatic analysis method.

Since the adoption of the sequencing technology, the hospital has tested more than 60 body fluid
samples in one month, accurately diagnosing bacterial infections for 20 patients, who could receive
appropriate antibiotic treatment at least 24 hours earlier because of the rapid sequencing result.

According to the letter of appreciation written by the Chief of Service and Consultant Microbiologist of
Princess Margaret Hospital, this is a real case model of knowledge transfer from academic research
for the betterment of clinical service and medical care. The hospital is passionate about establishing
a long-term collaboration with Prof. SIU to upgrade the technology level of clinical microbiology in
Hong Kong.
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SERVICES TO SOCIETY AND PROFESSION

As an academic researcher and a registered Medical Laboratory Technologist (Part I) in Hong Kong, Prof.
SIU is committed to advancing his profession through continuous education and staying up-to-date with
the latest knowledge and technology in the field of medical science. This not only enhances his own skills
and knowledge but also ensures that the medical laboratory profession in Hong Kong stays up-to-date
with global developments.
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Appointed member of Medical Laboratory Technologists Board (MLT Board) member

The MLT board was established under the Supplementary Medical Professions Ordinance to
maintain a register of medical laboratory technologists and promote adequate standards of
professional practice and conduct among registered medical laboratory technologists. The board
comprises highly reputed senior experts in the profession. In 2018, Prof. SIU was appointed by
the Secretary of Food and Health Bureau to be member of the MLT Board as the academic
representative in the profession.

During his service, he was appointed as the Chairman of the Board Education Committee
(BEdC), which is established under the MLT Board to oversee Continuing Professional
Development (CPD). In the 2021 Policy Address under the topic of “Healthcare Manpower”, the
government announced plans to make CPD a mandatory for supplementary medical professionals
under the relevant ordinance. As a result, the Health Bureau tasked the BEdC with developing a
proposal for the Mandatory CPD Scheme by 2023. Most importantly, this scheme will tie in with the
renewal of the practising certificate of over 4,000 MLT registrants in Hong Kong and is considered
the largest reform for the MLT profession. Prof. SIU, as the chairman of BEdC, is responsible for
formulating a detailed implementation plan for the mandatory CPD scheme and the new
licensing cycle of MLT in Hong Kong. Prof. SIU has initiated multiple meetings with different
societies in the profession over the past two years. The profession in general has agreed that all
Parts I, I, and Il registrants should attain 45 CPD points within the three-year cycle. The proposal
is currently pending approval by the MLT Board and the Supplementary Medical Professions (SMP)
Council.

Furthermore, Prof. SIU was also appointed as the Chairman of the Board Examination
Committee (BEC). The BEC is established to roll out an annual professional examination for
the registration of Part Il MLT. Prof. SIU, as the chairman, coordinates the examiners and
guestion-setters to work on the annual examination paper, moderates the exam paper, and reviews
the examination results. He represents the gatekeeper to maintain the standard of the new
generation of medical laboratory technologists.

Technical assessors of Hong Kong Accreditation Service (HKAS) for medical testing

To ensure that local medical laboratories meet international standards, Prof. SIU has completed
multiple laboratory accreditation assessor training courses since 2016. Since 2017, he has been
appointed by the Hong Kong Accreditation Service (HKAS) under Innovation and Technology
Commission to serve as a Technical Assessor for the Hong Kong Laboratory Accreditation
Service (HOKLAS). He currently serves as a member of Accreditation Advisory Board of HKAS
and a committee member of task force for multiple accreditation programmes for clinical
and non-clinical laboratories, including Next Generation Sequencing (NGS) for Medical Testing,
Veterinary Testing, Clinical Microbiology Testing, and Polymerase Chain Reaction (PCR) Test for
Chemical Testing and Food. He is responsible for establishing the supplemental requirements
of 1ISO15189 and 1SO17025 Standards for the accreditation of medical laboratories and non-
medical laboratories, respectively.



During the COVID-19 pandemic, several community test providers have been established to
provide nucleic acid tests for the diagnosis of COVID-19. To ensure that these laboratories meet
international standards for clinical laboratories providing molecular diagnostic tests, the HKAS
conducted an urgent laboratory accreditation exercise. As a major technical assessor with
expertise in infectious diseases and molecular diagnosis, Prof. SIU was invited >10 times to
access COVID-19 test providers (CTPs), including laboratory facilities at the Hong Kong
International Airport and three of the five major CTPs, such as BGI Sunrise, Prenetics and The
Hong Kong Molecular Pathology Diagnostic Centre. He is a key scientist in assuring the
guality of COVID-19 testing in Hong Kong.

In 2021, PolyU recognised Prof. SIU’s achievements and potential in scholar activity by appointing
him as the University’s inaugural Limin Endowed Young Scholar in Medical Laboratory
Science [Related video about Endowed Young Scholar].

In 2022, He also bestowed the Outstanding PolyU Young Alumni Award 2022 in Scholarly
Achievement [Related Video about Young Alumni Award].
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